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SP389 Akkermansia muciniphila (0.00%|0.00%)

SP348 Pectinatus cerevisiiphilus (0%]0.00%)

* * SP152 Megasphaera micronuciformis (0%|0.00%)
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SP332 Veillonella tobetsuensis (0%|0.00%)
SP12 Veillonella parvula (0.00%|0.01%)
SP20 Veillonella dispar (0.00%|0.00%)
SP69 Veillonella atypica (0%]0.01%)
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°* SP162 Solobacterium moorei (0.00%|0.00%)
* * SP24 Faecalibaculum rodentium (0.03%]0.13%)

SP143 Gemella sanguinis (0.00%]0.00%)

SP50 Gemella haemolysans (0%]0.00%)

SP223 Gemella morbillorum (0%]0.00%)

* SP210 Lactococcus lactis (0.00%|0.00%)
SP224 Streptococcus agalactiae (0%]0.00%)
SP315 Streptococcus pyogenes (0.00%|0%)

* ° SP17 Streptococcus thoraltensis (0%]0.13%)

* ° SP189 Streptococcus anginosus (0%]0.00%)
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* SP262 Streptococcus intermedius (0.00%]|0%)

— “ SP2 Streptococcus danieliae (80.13%|80.93%)

* ° SP364 Streptococcus peroris (0.00%]0.00%)

°

o

* ° SP225 Streptococcus lactarius (0%|0.00%)
* ° SP167 Streptococcus thermophilus (0.00%]|0.00%)
* ° SP76 Streptococcus salivarius (0.00%|0.05%)

* SP251 Streptococcus gordonii (0.00%]|0.00%)

* SP138 Streptococcus cristatus (0.00%|0.00%)

* SP98 Streptococcus sanguinis (0.00%]0.00%)

* * SP278 Streptococcus australis (0%]0.00%)
* ° SP146 Streptococcus rubneri (0.00%|0.00%)

* ° SP36 Streptococcus parasanguinis (0.00%|0.03%)

* ° SP100 Streptococcus infantis (0.00%|0.02%)

* ° SP39 Streptococcus oralis (09%]0.01%)

® o SP] Streptococcus mitis (4.71%]|2.39%)

* ° SP87 Streptococcus pseudopneumoniae (0.00%|0.00%)
* SP275 Dolosigranulum pigrum (0%]0.00%)

SP14 Lactobacillus murinus (0.93%|0.70%)

SP51 Lactobacillus animalis (0.00%]0.00%)
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SP29 Lactobacillus fermentum (0%|0.02%)
* SP126 Lactobacillus johnsonii (0.00%|0.00%)

I: * °* SP168 Lactobacillus intestinalis (0.00%|0.00%)

* SP387 Lactobacillus acidophilus (0%]0.00%)
SP199 Aerococcus viridans (0.00%|0%)

* SP283 Abiotrophia defectiva (0.00%|0.00%)
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SP140 Granulicatella adiacens (0.00%]0.00%)
SP191 Granulicatella elegans (0%|0.00%)
SP333 Jeotgalibaca dankookensis (0%|0.00%)
SP59 Enterococcus faecalis (0.00%|0.02%)
* SP252 Tetragenococcus halophilus (0%|0.00%)
SP22 Listeria monocytogenes (0%]0.13%)
SP297 Bacillus kyonggiensis (0%|0.00%)

SP142 Bacillus cereus (0.00%|0%)

SP99 Bacillus mojavensis (0%]0.00%)
* SP263 Bacillus clausii (0%]|0.00%)
* ° SP254 Geobacillus stearothermophilus (0.00%|0%)

* ° SP322 Parageobacillus toebii (0%]0.00%)

* ° SP205 Brevibacillus aydinogluensis (0.00%|0%)

— * ° SP71 Thermoactinomyces guangxiensis (0.00%|0%)
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— * ° SP361 Thermoactinomyces vulgaris (0.00%|0%)

* ° SP133 Jeotgalicoccus nanhaiensis (0.00%|0.00%)
- * ° SP57 Staphylococcus sciuri (0.06%|0.12%)
* * SP33 Staphylococcus argenteus (0%|0.00%)
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* SP172 Staphylococcus epidermidis (0.00%|0.00%)
* SP290 Staphylococcus saccharolyticus (0%|0.00%)
* SP282 Staphylococcus warneri (0%|0.00%)
° SP228 Staphylococcus auricularis (0.00%]0.00%)
* SP94 Staphylococcus hominis (0.00%|0.00%)
* SP345 Staphylococcus haemolyticus (09%|0.00%)
* SP78 Staphylococcus xylosus (0.00%|0.01%)
° SP114 Staphylococcus arlettae (0%]0.00%)
SP296 Clostridium cochlearium (0%]0.00%)
SP79 Clostridium intestinale (0%]0.00%)
SP274 Clostridium disporicum (0%|0.00%)
SP340 Parvimonas micra (0.00%|0.00%)
SP250 Finegoldia magna (0%]0.00%)
SP4 Levyella massiliensis (0.00%|0.00%)
* * SP229 Anaerococcus lactolyticus (0%]0.00%)
* SP271 Peptostreptococcus stomatis (0%]0.00%)
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* ° SP258 Peptoanaerobacter yurii (0.00%|0%)
SP335 lhubacter sp._strain_[D2-1X-10] (0.00%]0.00%)

* SP402 Anaerovorax sp._strain_[CH2-D8-79] (0.00%|0%)
SP139 NA sulci (0%]0.00%)

I__ * * SP81 Mogibacterium timidum (0.00%|0%)

SP273 Mogibacterium vescum (0%]0.00%)
* SP200 Faecalibacterium prausnitzii (0%]0.00%)

SP216 Anaerotruncus sp._strain_[1XD42-93] (0.00%|0.00%)

o

o

°

— .

SP289 Neglecta sp._strain_[524-5] (0.00%|0.00%)

SP233 Acutalibacter muris (0.00%|0.00%)

SP160 Acutalibacter sp._strain_[1XD8-36] (0.00%|0%)

SP409 Ruminococcus bromii (0%|0.00%)
° SP201 Butyricicoccus sp._strain_[138x] (0.00%|0%)
* SP95 Agathobaculum sp._strain_[137x] (0%]0.00%)
* ° SP259 Pseudoflavonifractor sp._strain_[136x] (0.00%|0%)
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* ° SP280 Leptotrichia buccalis (0%]0.00%)
* SP288 Leptotrichia shahii (0%]0.00%)
* ° SP68 Leptotrichia wadei (0.00%|0.01%)
* ° SP244 Leptotrichia trevisanii (0%]0.00%)
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* ° SP350 Oscillibacter sp._strain [1XD8-11] (0.00%]0.00%)
* * SP374 Oscillibacter sp._strain_[1XD8-13] (0.00%]|0%)
* ° SP170 Oscillibacter sp._strain_[128x] (0.00%]0.00%)
* ° SP281 Oscillibacter sp._strain [1XD8-74] (0.00%]|0%)
P35 Anaerotignum sp._strain_[D2-1X-45] (0.00%]|0.00%)
SP310 Catonella morbi (0%]0.00%)

* SP125 Kineothrix sp._strain [0.1X-D8-55] (0.00%]|0%)

SP308 Kineothrix sp._strain_[1XD8-87] (0.00%]0.00%)

* SP406 Roseburia sp._strain_[MGB-1] (0%]0.00%)
SP105 Marvinbryantia sp._strain_[D2-1X-79] (0.00%]0.00%)
SP314 Blautia luti (0.00%]|0%)
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* SP55 Oribacterium sinus (0%]0.00%)
SP101 Oribacterium asaccharolyticum (0%|0.00%)
SP65 Lachnoanaerobaculum orale (0%]0.00%)

SP211 Lachnoanaerobaculum umeaense (0%]0.00%)

SP116 Roseburia sp._strain_[1XD42-69] (0%|0.00%)
SP379 Roseburia faecis (0%]0.00%)
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SP287 Robinsoniella sp._strain_[D2-1X-13] (0.00%|0%)
SP219 Lachnoclostridium sp._strain [1XD42-54] (0.00%|0%)
SP286 Lachnoclostridium sp._strain_[1XD42-76] (0%|0.00%)
SP122 Anaerotignum sp._strain_[X10] (0.00%|0%)
SP110 Anaerotighum sp._strain_[D2-1X-72] (0.00%]|0.00%)

SP235 Blautia gnavus (0%]0.00%)

SP109 Absiella sp._strain_[1XD42-72] (0.00%|0.00%)

° SP88 Mordavella sp._strain [D2-1X-71] (0.00%|0.00%)

°

SP104 Anaerotignum sp._strain_[1XD42-85] (0.01%|0.00%)
SP182 Coprococcus sp._strain_[1XD21-23] (0.00%]0.00%)
SP256 Ruminococcus sp._strain [C-28] (0.00%|0%)

* ¢ SP192 Fusobacterium nucleatum (0.00%|0.00%)

* ° SP37 Fusobacterium periodonticum (0.00%|0.00%)

SP129 Leptotrichia hongkongensis (0.00%]|0.00%)

[ * ° SP26 Atopobium parvulum (0%|0.01%)

SP284 Atopobium rimae (0.00%]|0%)
* SP353 Olsenella uli (0%|0.00%)

* ° SP279 Collinsella aerofaciens (0%]0.00%)

* ° SP120 Cryptobacterium curtum (0%]0.00%)
SP159 Gordonibacter urolithinfaciens (0%]0.00%)
* SP231 Enterorhabdus sp._strain_[Z73] (0.00%|0.00%)
° SP108 Adlercreutzia sp._strain [D16-63] (0.00%|0%)
* SP277 Parvibacter caecicola (0.00%|0.00%)
° SP248 Enterorhabdus sp._strain_[Z18] (0.00%|0.00%)
* SP25 Enterorhabdus muris (0.00%|0.00%)

* SP135 Enterorhabdus caecimuris (0.00%|0.00%)
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* * SP293 Sphaerobacter thermophilus (0.00%|0%)
SP412 Streptomyces carpaticus (0.00%|0%)
SP394 Streptomyces thermodiastaticus (0.00%|0%)
SP183 Streptomyces thermoviolaceus (0.00%|0.00%)
SP392 Streptomyces abikoensis (0.00%|0%)
SP267 Streptomyces albus (0.00%|0%)
SP221 Streptomyces cacaoi (0.00%|0%)
SP285 Saccharomonospora glauca (0.00%|0%)
* SP268 Saccharopolyspora gloriosae (0%|0.00%)
* SP334 Saccharopolyspora hordei (0.00%]|0%)

* SP85 Mycobacterium phlei (0.00%|0%)
° SP124 Mycobacterium mucogenicum (0%]0.00%)

* ° SP321 Tsukamurella pulmonis (0%|0.00%)
- * ° SP378 Rhodococcus corynebacterioides (0.00%]|0.00%)
* °* SP257 Mycobacterium monacense (0.00%|0%)

* SP329 Mycobacterium chimaera (0.00%|0%)
° SP15 Lawsonella clevelandensis (0%|0.00%)
* SP397 Corynebacterium lactis (0%|0.00%)
* SP399 Corynebacterium hansenii (0%|0.00%)
* SP401 Corynebacterium glyciniphilum (0%|0.00%)
SP145 Corynebacterium kroppenstedtii (0%]0.00%)

* ° SP130 Corynebacterium pseudodiphtheriticum (0%]0.00%)
* ° SP305 Corynebacterium massiliense (0.00%|0%)
* ° SP103 Corynebacterium tuberculostearicum (0.00%|0.00%)

* * SP369 Corynebacterium singulare (0.00%]0.00%)
* ° SP311 Corynebacterium accolens (0.00%|0.00%)
* ° SP388 Corynebacterium macginleyi (0%]0.00%)

* * SP198 Corynebacterium durum (0.00%|0%)

* ° SP72 Adlercreutzia mucosicola_strain_[1XD42-57] (0.00%|0.00%)

* ° SP181 Enterorhabdus sp._strain [CH2-D8-51] (0.00%|0%)

— © @ SP3 Corynebacterium mastitidis (4.05%]|10.07%)
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* SP40 Corynebacterium jeddahense (0.00%]0.00%)
SP128 Corynebacterium pilbarense (0%|0.00%)

* SP318 Corynebacterium afermentans (0%|0.00%)

* SP119 Corynebacterium ureicelerivorans (0.00%|0.00%)

* SP368 Corynebacterium mucifaciens (0%|0.00%)
SP255 Blastococcus aggregatus (0.00%|0%)
SP111 Blastococcus saxobsidens (0%]0.00%)
SP347 Modestobacter muralis (0.00%|0%)
SP415 Modestobacter versicolor (0%|0.00%)
SP83 Modestobacter marinus (0.00%]|0%)
* SP407 Sphaerimonospora cavernae (0.00%]|0%)
SP356 Actinoplanes hulinensis (0%|0.00%)
* ° SP136 Microlunatus aurantiacus (0.00%]0.00%)

® o SPpg Cutibacterium acnes (9.88%|4.30%)

* * SP82 Pseudopropionibacterium propionicum (0.00%|0.00%)
4|:|: * ° SP341 Cutibacterium granulosum (0.00%|0.00%)

SP204 Aeromicrobium erythreum (0.00%|0%)
* SP74 Aeromicrobium flavum (0.00%|0%)

1 : * ° SP246 Marmoricola scoriae (0.00%|0%)

* ° SP400 Alloscardovia omnicolens (0%]0.00%)
‘ I: * ° SP13 Bifidobacterium longum (0%]0.00%)

° SP383 Marmoricola pocheonensis (0.00%|0%)
* SP320 Nocardioides aquaticus (0.00%|0%)

° SP360 Nocardioides exalbidus (0.00%|0%)
° SP132 Nocardioides alpinus (0.00%|0%)

* SP49 Bifidobacterium pseudolongum (0.00%|0%)

* ° SP42 Actinomyces odontolyticus (0.00%]0.01%)
{[ * ° SP178 Actinomyces meyeri (0%]0.01%)

* SP317 Actinomyces viscosus (0%]0.00%)

* ° SP97 Actinomyces graevenitzii (0%|0.01%)
SP197 Brevibacterium pityocampae (0%]0.00%)
SP117 Micrococcus antarcticus (0%]0.00%)

SP247 Micrococcus aloeverae (0%|0.00%)

SP338 Micrococcus luteus (0.00%|0%)

SP31 Rothia nasimurium (0.07%|0.18%)

SP38 Rothia mucilaginosa (0.00%|0.06%)

SP121 Rothia dentocariosa (0.00%|0.00%)

SP227 Kocuria kristinae (0%|0.00%)

SP237 Kocuria palustris (0.00%|0.00%)

SP169 Kocuria rhizophila (0%]0.00%)

SP249 Knoellia locipacati (0.00%]|0%)
SP245 Dermacoccus nishinomiyaensis (0.00%|0.00%)
SP23 Curtobacterium flaccumfaciens (0%]0.00%)
SP141 Curtobacterium herbarum (0.00%|0%)
* SP365 Lysinimonas kribbensis (0.00%|0%)

SP330 Plantibacter flavus (0%]0.00%)

* SP131 Microbacterium lacus (0.00%|0%)

* SP222 Microbacterium lacticum (0%]0.00%)
*  SP93 Microbacterium phyllosphaerae (0%|0.00%)
* SP343 Microbacterium hydrothermale (0%]0.00%)
* * SP270 Deinococcus aerolatus (0.00%|0%)

* * SP306 Deinococcus radiopugnans (0.00%|0%)
* SP367 Mucispirillum schaedleri (0.00%|0%)

* ° SP336 Capnocytophaga leadbetteri (0%|0.00%)
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* ° SP380 Chryseobacterium lactis (0%|0.00%)
* ¢ SP48 Duncaniella freteri (0.00%]0.00%)

—— * ° SP70 Muribaculum sp._strain_[J10] (0.01%]|0.01%)

* ° SP148 Muribaculum intestinale (0.00%]0.00%)
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* ° SP175 Porphyromonas pasteri (0.00%|0.00%)
* ° SP176 Bacteroides sartorii (0.00%|0.00%)
* * SP346 Bacteroides caecimuris (0.00%|0.00%)
_E * ° SP92 Bacteroides acidifaciens (0.00%|0.00%)
* ° SP188 Alloprevotella rava (0%]0.00%)
* * SP344 Prevotella nanceiensis (0%|0.00%)

* ° SP220 Prevotella loescheii (0.00%|0%)

* ° SP202 Prevotella stercorea (0.00%]|0%)
* * SP80 Prevotella pallens (0%]0.00%)
* ° SP54 Prevotella salivae (0.00%|0.00%)
* ° SP269 Prevotella oris (0%]|0.00%)
* ° SP236 Prevotella multiformis (0%]0.00%)
~L: * * SP46 Prevotella histicola (0%]|0.01%)

* SP77 Prevotella jejuni (0.00%|0.01%)

° SP112 Prevotella melaninogenica (0.00%|0.01%)

SP62 Asaia lannensis (0%]0.00%)
SP137 Skermanella rosea (0.00%|0%)
* SP266 Hyphomicrobium facile (0.00%]|0%)

_|_— * ° SP339 Agrobacterium larrymoorei (0%|0.00%)

SP67 Mesorhizobium huakuii (0.01%]0.00%)
* * SP102 Sphingobium fontiphilum (0%]0.01%)
* ° SP342 Sphingobium limneticum (0%|0.00%)
* ° SP234 Sphingobium yanoikuyae (0.00%|0%)
* * SP232 Novosphingobium colocasiae (0.00%|0.00%)
* ° SP64 Novosphingobium arabidopsis (0%|0.00%)
* ° SP44 Sphingomonas fonticola (0%|0.00%)
* * SP385 Sphingomonas mucosissima (0.00%]|0%)
* ° SP161 Sphingomonas jaspsi (0.00%]|0%)

* ° SP328 Paracoccus speluncae (0.00%|0%)

* ° SP190 Rubellimicrobium mesophilum (0.00%|0.00%)

_I__ * * SP91 Rubellimicrobium roseum (0.00%|0%)

* SP375 Phenylobacterium haematophilum (0.00%]|0%)

* ° SP16 Brevundimonas albigilva (0%|0.00%)

* ° SP118 Brevundimonas diminuta (0.00%|0%)

* * SP173 Brevundimonas viscosa (0%|0.00%)

* * SP391 NA carboxydohydrogena (0.00%|0%)

* ° SP331 Methylobacterium indicum (0%|0.00%)

— * ° SP217 Microvirga aerilata (0%]0.00%)
* ° SP53 Methylobacterium extorquens (0.00%]|0.00%)
* ¢ SP174 Methylobacterium radiotolerans (0.00%|0%)
* ° SP265 Methylobacterium brachiatum (0.00%|0%)

* ¢ SP177 Methylobacterium isbiliense (0%|0.00%)
|— * °* SP186 Campylobacter concisus (0.00%]|0.00%)
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* ° SP242 Neisseria sicca (0.00%|0%)
| * ° SP319 Kingella denitrificans (0.00%|0%)
* °* SP43 Neisseria oralis (0.00%]0%)
* ° SP147 Neisseria subflava (0.00%|0.00%)
* ° SP34 Neisseria cinerea (0.00%|0%)

|_|: * ° SP264 Campylobacter gracilis (0.00%|0%)
* °* SP307 Campylobacter showae (0%]0.00%)
SP75 Luteimonas aestuarii (0%]0.00%)

* SP354 Stenotrophomonas pavanii (0%]0.00%)
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* ° SP144 Haemophilus sputorum (0.00%|0.00%)
* ° SP58 Haemophilus parainfluenzae (0.00%|0.00%)
* ° SP298 Haemophilus influenzae (0%]0.00%)

SP408 Stenotrophomonas nitritireducens (0%]0.00%)

° SP155 Neisseria perflava (0.00%|0.00%)

* ° SP187 Tepidiphilus succinatimandens (0.00%|0%)
* ° SP312 Zoogloea caeni (0%|0.00%)

* ¢ SP390 Variovorax paradoxus (0.00%|0%)

* ° SP349 Comamonas testosteroni (0%]0.00%)
* * SP386 Massilia timonae (0%]0.00%)

* * SP41 Massilia aurea (0.03%|0.02%)

* ° SP396 Massilia brevitalea (09%]0.00%)
* ° SP218 Massilia yuzhufengensis (0.00%|0%)
* ¢ SP357 Methyloversatilis discipulorum (0%|0.00%)
* ° SP395 Parasutterella excrementihominis (0.00%|0%)

* ° SP73 Lautropia mirabilis (0.00%|0.00%)

* °* SP123 Limnobacter thiooxidans (0%]0.00%)

° SP115 Burkholderia cenocepacia (0.00%|0.00%)

4‘ * ° SP5 Burkholderia multivorans (0%]0.00%)

* SP84 Burkholderia cepacia (0%|0.00%)
SP206 Cellvibrio mixtus (0%]0.00%)
SP45 Pseudomonas aeruginosa (0%]0.09%)
SP226 Pseudomonas luteola (0%|0.00%)
SP276 Pseudomonas pseudoalcaligenes (0.00%|0%)
SP366 Pseudomonas punonensis (0.00%]|0%)
SP21 Pseudomonas plecoglossicida (0%]0.00%)
SP134 Pseudomonas taiwanensis (0%]0.01%)
SP230 Pseudomonas graminis (0.00%|0%)
* SP313 Pseudomonas cedrina (0.00%|0.00%)
° SP193 Pseudomonas helleri (0.00%|0.00%)
* SP56 Pseudomonas fragi (0.00%]0.00%)
* SP151 Pseudomonas weihenstephanensis (0.00%]|0%)

* SP158 Pseudomonas psychrophila (0.00%]|0.00%)

* ° SP90 Moraxella catarrhalis (0.00%]0.00%)
‘|i * ° SP164 Moraxella osloensis (0.00%|0.00%)

‘[‘V * ° SP272 Psychrobacter sanguinis (0%]0.00%)

SP96 Psychrobacter okhotskensis (0.00%|0.00%)
SP326 Psychrobacter cibarius (0%]0.00%)
SP66 Acinetobacter Iwoffii (0.00%|0.01%)
° SP309 Acinetobacter schindleri (0%|0.00%)

° SP323 Acinetobacter junii (0%]0.00%)
° SP127 Acinetobacter septicus (0%|0.00%)
* SP240 Acinetobacter bereziniae (0%|0.00%)
* SP253 Acinetobacter soli (0.00%|0%)
° SP171 Acinetobacter baumannii (0%]0.00%)

* SP184 Acinetobacter johnsonii (0.00%|0.00%)

° SP393 Haemophilus haemolyticus (0.00%|0%)
* SP384 Franconibacter pulveris (0.00%|0%)

* SP398 Pantoea dispersa (0.00%|0%)
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° SP371 Erwinia aphidicola (0%|0.00%)
* SP373 Pantoea agglomerans (0.00%]|0.00%)
SP203 Enterobacter hormaechei (0.00%|0.00%)

* SP337 Enterobacter tabaci (0%|0.00%)
* SP157 Enterobacter kobei (0%|0.00%)

°

* SP52 Enterobacter speciesl MOT50 (0.00%|0.01%)
SP9 Salmonella enterica (0%|0.17%)

* SP47 Citrobacter koseri (0.00%|0%)

° SP185 Escherichia fergusonii (0%]0.00%)

° SP89 Escherichia coli (0.00%|0.06%)

° SP30 Shigella sonnei (0%|0.08%)

* SP63 Shigella flexneri (0%|0.00%)

* SP113 Shigella boydii (0.00%|0.02%)

* SP156 Escherichia albertii (0%]0.00%)

0.8

| e Y T

* ° SP372 Parabacteroides sp._strain_[CH2-D42-20] (0%]0.00%)



