C_Bacilli
P_Firmicutes
O_Bacillales
C_Gammaproteobacteria
S_halotolerans
G_Bacillus
F_Bacillaceae
P_Proteobacteria
F_Enterobacteriaceae
O_Enterobacterales
G_Salmonella
S_enterica
S_multispecies_spp2_3
F_Staphylococcaceae
G_Staphylococcus
F_Listeriaceae
G_Listeria
S_monocytogenes
S_fermentum
F_Lactobacillaceae
G_Limosilactobacillus
F_Enterococcaceae
G_Enterococcus
S_faecalis
G_Escherichia
S_sonnei
G_Shigella
S_fergusonii
G_Pseudomonas
S_aeruginosa
O_Pseudomonadales
F_Pseudomonadaceae
S_coli
C_Clostridia
G_Veillonella
O_Negativicutes
F_Veillonellaceae
S_multispecies_spp8_2
S_parvula
C_Actinobacteria
G_Schaalia
F_Actinomycetaceae
O_Actinomycetales
S_odontolytica
F_Flavobacteriaceae
O_Flavobacteriales
C_Flavobacteriia
G_Capnocytophaga
S_sanguinis
C_Betaproteobacteria
F_Leptotrichiaceae
C_Fusobacteriia
O_Fusobacteriales
G_Leptotrichia
O_Burkholderiales
S_leadbetteri
haribacteria_ TM7__ G_1_
haribacteria_ TM7__ O_1_
P_Saccharibacteria_ TM7_
charibacteria_ TM7___F_1_
“haribacteria_ TM7__ C_1_
S_gordonii
S_bacterium_HMT_957
S_mirabilis
G_Lautropia
F_Burkholderiaceae
S_sp_ HMT_212
G_Abiotrophia
F_Aerococcaceae
S_defectiva
S_melaninogenica
S_sicca
S_sputigena
S_sp_ HMT_169
S_salivarius
S_sp_ HMT_392
S_oris
S_gingivalis
S_sobrinus
F_Comamonadaceae
G_Ottowia
S_sp_ HMT_894
S_nigrescens
S_morbillorum
F_Ruminococcaceae
,_Ruminococcaceae_ G_1_
S_bacterium_HMT_075
S_showae
S_hongkongensis
O_Eubacteriales
S_buccalis
S_intermedius
G_Peptoanaerobacter
S__Eubacterium_yurii
F_Peptostreptococcaceae
S sp_ HMT 170
S_sputigena
S sp_ HMT 322
G_Bergeyella
S_constellatus
S _sp_ HMT 475
G_Cardiobacterium
S_valvarum
O_Cardiobacteriales
F_Cardiobacteriaceae
S_sp_ HMT_225
S_johnsonii
S_denticola
S_sp_ HMT_308
S_wiggsiae
O_Bifidobacteriales
G_Scardovia
F_Bifidobacteriaceae
S sp_ HMT 171
S_bacterium_HMT_100
S_viscosus
S _catoniae
G_Lachnospiraceae_ G_3_
F_Lachnospiraceae
S_morbi
G_Catonella
S_parvula
G_Lancefieldella
C_Erysipelotrichia
F_Erysipelotrichaceae
S_moorei
O_Erysipelotrichales
G_Solobacterium
S_naeslundii_nov_97_417
S_corrodens
G_Eikenella
S_sp_ HMT_525
O_Lactobacillales
P_Actinobacteria
F_Streptococcaceae
G_Streptococcus
C_Actinomycetia
P_Fusobacteria
S_mitis
O_Actinomycetales
G_Actinomyces
F_Actinomycetaceae
F_Prevotellaceae
F_Fusobacteriaceae
S_nucleatum
C_Fusobacteria
O_Fusobacteriales
G_Fusobacterium
G_Prevotella
F_Corynebacteriaceae
O_Corynebacteriales
G_Corynebacterium
O_Micrococcales
G_Rothia
F_Micrococcaceae
S_matruchotii
G_Alloprevotella
S_dentocariosa
S_oralis
F_Pasteurellaceae
O_Pasteurellales
F_Carnobacteriaceae
G_Granulicatella
F_Neisseriaceae
O_Neisseriales
O_Clostridiales
S_sp__ HMT_473
S_adiacens
G_Haemophilus
S_wadei
S _sp_ HMT_064
G_Campylobacter
O_Campylobacterales
F_Campylobacteraceae
C_Epsilonproteobacteria
F_Lachnospiraceae_ XIV_
S sp_ HMT 448
S_sp_ HMT_221
S_sp__HMT_180
sp__ HMT_175_nov_97_830
C_Negativicutes
S sp_ HMT 175
F_Gemellaceae
G_Gemella
S_meyeri
S_gracilis
S_parainfluenzae
S_massiliensis
G_Peptidiphaga
F_Selenomonadaceae
O_Selenomonadales
G_Selenomonas
S_haemolysans
S_dentalis
G_Lachnoanaerobaculum
S_pasteri
S_cinerea
S_saburreum
S sp_ HMT_183
G_Aggregatibacter
S sp__HMT_178
S_oralis
G_Kingella
haribacteria_ TM7__ G_6_
S_tannerae
S_cristatus
um_HMT_870_nov_97_093
S_concisus
S_intermedia
S_loescheii
S_chosunense
S_haemolyticus
S _granulosa
S_sp_ HMT_215
S_elegans
G_Parvimonas
F_Peptoniphilaceae
S_artemidis
S_bacterium_HMT_346
S_bacterium_HMT_348
S_sp__ HMT_897
S_segnis
1bsp__tigurinus_clade_070
G_Stomatobaculum
S_elongata
S_mutans
S_naeslundii
S_gerencseriae
sp__HMT_780_nov_97_519
S_sp_ HMT_513
S_micra
S_sp_ HMT_ 414
S_propionica
O_Propionibacteriales
G_Arachnia
F_Propionibacteriaceae
S_bacterium_HMT_347
S_defectiva_nov_97_037
O_Veillonellales
G_Oribacterium
S_sp__HMT_078
G_Dialister
S_invisus
F_Veillonellaceae
S_sp_ HMT_278
S_endodontalis
S_oulorum
S_sp__ HMT_780
S_mucilaginosa
S_multispecies_spp4_2
G_Peptostreptococcus
S_sp_ HMT_335
S_sp_ HMT_286
G_Tannerella
S_sp_ HMT_317
S_noxia
S_anginosus
5_matruchotii_nov_97_839
S_salivae
S_sp_ HMT_877
S_longum
C_Coriobacteriia
F_Atopobiaceae
O_Coriobacteriales
S_stomatis
S_sp_ HMT_110
reptococcaceae_ XI__ G 9_
S__Eubacterium__brachy
S_endodontalis
S_sp__ HMT_036
G_Olsenella
S_sp_ HMT_807
S_gingivicola
ptostreptococcaceae_ XI_
S_sp_ HMT_314
S_vestibularis
S_viscosus_nov_95_833
_massiliensis_nov_96_344
S_zoohelcum_nov_92_673
S sp_ HMT 412
S_sp_ HMT_097
S_ochracea
S_noxia_nov_96_154
S_veroralis_nov_96_780
O_Bacteroidales
C_Bacteroidia
P_Bacteroidetes
S_gingivalis
G_Porphyromonas
F_Porphyromonadaceae
P_Bacteroidota
O_Flavobacteriales
S_mangrovi_nov_92_771
G_Frondibacter
F_Flavobacteriaceae
C_Flavobacteriia
G_Truepera
O_Trueperales
F_Trueperaceae
S_radiovictrix
P_Deinococcus_Thermus
C_Deinococci
G_Allobacillus
S_halotolerans
S_oris
S_subflava
G_Neisseria
G_Halomonas
O_Oceanospirillales
F_Halomonadaceae
S_alkaliantarctica
G_Cutibacterium
S_acnes
F_Propionibacteriaceae
G_Erythrobacter
F_Erythrobacteraceae
S_aureus
O_Sphingomonadales
F_Nocardioidaceae
G_Aeromicrobium
_panaciterrae_nov_96_327
O_Propionibacteriales
S_warneri
C_Alphaproteobacteria
O_Streptosporangiales
>_nikkonensis_nov_97_250
G_Nocardiopsis

F_Nocardiopsaceae

o -
=

Significantly Represented Taxa

w -

2 4
LDA SCORE (log 10)

|
5



