
6.0 4.8 3.6 2.4 1.2 0.0 1.2 2.4 3.6 4.8 6.0
LDA SCORE (log 10)

C_Bacilli

P_Proteobacteria

O_Lactobacillales

F_Streptococcaceae

G_Streptococcus

C_Gammaproteobacteria

P_Fusobacteria

O_Fusobacteriales

F_Fusobacteriaceae

G_Fusobacterium

C_Fusobacteria

S_sanguinis

P_Bacteroidetes

G_Campylobacter

F_Campylobacteraceae

C_Epsilonproteobacteria

O_Campylobacterales

C_Bacteroidia

O_Bacteroidales

F_Pasteurellaceae

O_Pasteurellales

F_Veillonellaceae

O_Negativicutes

G_Veillonella

S_multispecies_spp12_17

C_Betaproteobacteria

O_Pseudomonadales

O_Neisseriales

F_Neisseriaceae

G_Neisseria

F_Lachnospiraceae__XIV_

S_dispar

F_Pseudomonadaceae

S_gracilis

G_Pseudomonas

G_Haemophilus

F_Porphyromonadaceae

S_intermedius

F_Treponemataceae

G_Treponema

C_Spirochaetia

P_Spirochaetes

O_Spirochaetales

G_Porphyromonas

S_gingivalis

F_multifamily

G_multigenus

S_sp__HMT_203

S_multispecies_spp36_3

G_Stomatobaculum

G_Filifactor

S_longum

S_alocis

S_koreensis

S_multispecies_spp94_2

S_subflava

S_nucleatum_subsp__vincentii

S_parainfluenzae

S_haemolyticus

S_multispecies_spp118_2

S_lactarius

S_helmanticensis

S_socranskii

P_Actinobacteria

G_Aggregatibacter

C_Actinomycetia

O_Bacillales

C_Negativicutes

S_pavanii_nov_97_902

O_Xanthomonadales

G_Stenotrophomonas

F_Xanthomonadaceae

S_multispecies_spp23_4

O_Actinomycetales

G_Actinomyces

F_Actinomycetaceae

F_Prevotellaceae

G_Prevotella

G_Desulfobulbus

S_sp__HMT_041

F_Lachnospiraceae

S_multispecies_spp7_2

G_Lachnospiraceae__G_8_

S_bacterium_HMT_500

O_Eubacteriales

F_Bacteroidales__F_2_

G_Bacteroidales__G_2_

S_bacterium_HMT_274

S_sp__HMT_513

O_Veillonellales

F_Veillonellaceae

G_Moraxella

F_Moraxellaceae

S_multispecies_spp115_2

S_denticola

F_Bacillaceae

C_Bacteroidetes__C_1_

O_Bacteroidetes__O_1_

F_Bacteroidetes__F_1_

F_Propionibacteriaceae

F_Carnobacteriaceae

G_Granulicatella

S_adiacens

S_acnes

G_Cutibacterium

G_Bacteroidetes__G_3_

S_oralis

S_radiotolerans

S_multispecies_spp2_2

O_Selenomonadales

F_Selenomonadaceae

O_Hyphomicrobiales

G_Methylobacterium

F_Methylobacteriaceae

S_nucleatum

G_Dialister

S_gordonii

S_multispecies_spp8_18

S_sp__HMT_898

G_Lachnoanaerobaculum

F_multifamily

G_multigenus

O_multiorder

S_multispecies_spp44_2

S_invisus

G_Cardiobacterium

F_Cardiobacteriaceae

O_Cardiobacteriales

G_Catonella

G_Staphylococcus

F_Staphylococcaceae

G_Abiotrophia

G_Micrococcus

G_Selenomonas

S_hominis

S_oris

S_defectiva

P_Bacteroidota

G_Phocaeicola

F_Aerococcaceae

C_Bacteroidia

O_Bacteroidales

S_multispecies_spp1_3

F_Bacteroidaceae

S_multispecies_spp104_3

S_denticola

S_abscessus

S_atypica

S_sp__HMT_102

G_Oribacterium

S_multispecies_spp47_2

F_Gemellaceae

G_Gemella

S_aphrophilus

S_atypica_nov_90_000

S_multispecies_spp40_3

S_maltophilum

O_Burkholderiales

S_multispecies_sppn14_4_nov_90_531

S_asaccharolyticum

S_saburreum

G_Enterococcus

F_Enterococcaceae

S_multispecies_spp72_3

G_Capnocytophaga

O_Flavobacteriales

F_Flavobacteriaceae

C_Flavobacteriia

S_morbillorum

G_Anaeroglobus

S_geminatus

S_sp__HMT_258

F_Burkholderiaceae

G_Lautropia

S_mirabilis

S_noxia

S_parvula

F_Leptotrichiaceae

C_Fusobacteriia

O_Fusobacteriales

G_Eikenella

G_Leptotrichia

S_sp__HMT_951

F_Bacteroidaceae

S_elongata

G_Tannerella

S_multispecies_spp73_5

F_multifamily

C_multiclass

P_Streptophyta

K_Eukaryota

G_Bacteroidaceae__G_1_

S_bacterium_HMT_272

S_multispecies_spp75_2

O_multiorder

G_multigenus

O_Micrococcales

F_Micrococcaceae

S_multispecies_spp61_2

G_Rothia

S_multispecies_sppn34_17_nov_95_592

S_multispecies_spp70_2

S_multispecies_spp74_3

S_corrodens

S_bacterium_HMT_952

S_sp__HMT_338

O_Moraxellales

F_Moraxellaceae

G_Acinetobacter

S_multispecies_spp16_2

S_granulosa

S_pleuritidis

S_multispecies_sppn4_2_nov_94_676

S_denticariosi

S_nucleatum_subsp__animalis

S_fermentans_nov_87_042

G_Peptococcus

S_bacterium_HMT_365

S_forsythia

S_bacterium_HMT_511

S_sp__HMT_175

G_Bacteroidetes__G_5_

S_sp__HMT_167

F_Clostridiaceae

F_Peptococcaceae

S_multispecies_spp17_2

S_columbae_nov_94_651

S_multispecies_spp19_3

S_multispecies_spp78_2

G_Abyssisolibacter

S_gerencseriae

S_multispecies_spp10_20

S_bacterium_HMT_356

S_multispecies_spp67_2

S_sp__HMT_169

S_sinensis

G_Saccharibacteria__TM7___G_5_

S_multispecies_spp112_2

S_melaninogenica

P_Synergistetes

C_Synergistia

O_Synergistales

F_Synergistaceae

G_Fretibacterium

G_multigenus

S_sp__HMT_451

S_sputigena

S_pasteri

S_aeria

S_mucilaginosa

S_israelii

G_Veillonellaceae__G_1_

S_dentocariosa

F_Saccharibacteria__TM7___F_2_

G_Kingella

S_denitrificans

S_faecalis

S_haemolysans

S_periodonticum

S_faecalis_nov_97_669

S_oris

S_multispecies_spp79_2

S_stomatis_nov_95_037

S_sp__HMT_417

S_naeslundii

G_Atopobium

S_sp__HMT_078

G_Saccharibacteria__TM7___G_1_

C_Saccharibacteria__TM7___C_1_

S_multispecies_spp102_3

S_mutans

S_multispecies_spp129_2

P_Saccharibacteria__TM7_

C_Erysipelotrichia

O_Erysipelotrichales

F_Erysipelotrichaceae

G_Corynebacterium

F_Corynebacteriaceae

O_Corynebacteriales

O_Saccharibacteria__TM7___O_1_

F_Saccharibacteria__TM7___F_1_

S_rimae

S_anginosus

O_Coriobacteriales

F_Comamonadaceae

S_massiliensis

S_multispecies_spp32_2

S_concisus

S_faecalis_nov_97_674

G_Comamonas

S_hominis

S_parasanguinis_clade_411

C_Coriobacteriia

S_gordonii_nov_95_814

S_fastidiosum

F_multifamily

S_multispecies_spp81_6

F_Bifidobacteriaceae

G_Bifidobacterium

S_multispecies_spp42_2

S_multispecies_sppn22_3_nov_94_103

O_Bifidobacteriales

S_elegans

S_dentium

S_alocis_nov_94_828

S_multispecies_spp45_2

S_multispecies_spp100_3

S_multispecies_spp114_3

S_sp__HMT_808

S_pseudoporcinus_nov_93_488

S_multispecies_spp163_2

S_multispecies_spp39_2

S_oris_nov_86_480

S_valvarum

S_multispecies_spp88_4

S_lecithinolyticum

S_intermedia

C_Actinobacteria

O_Enterobacterales

S_sp__HMT_498

S_oris_nov_97_887

G_Sphingomonas

F_Sphingomonadaceae

O_Sphingomonadales

S_gerencseriae_nov_97_658

S_tannerae

S_histicola

S_villosus_nov_93_300

S_sp__HMT_458

G_Alloprevotella

S_multispecies_spp65_3

S_multispecies_spp55_2

G_Solobacterium

S_multispecies_spp131_2

G_Enterobacter

O_Actinomycetales

F_Actinomycetaceae

F_Enterobacteriaceae

S_sputigena

S_meyeri

S_sp__HMT_237

S_multispecies_sppn23_2_nov_96_512

S_bacterium_HMT_135

S_pneumosintes

S_paraphrophilus

S_micra_nov_97_519

S_matruchotii

G_Shuttleworthia

S_sp__HMT_134

S_sp__HMT_360

S_satelles

S_moorei

G_Peptidiphaga

G_Schaalia

S_sp__HMT_323

S_shahii

S_sp__HMT_183

S_orale

G_Johnsonella

S_sp__HMT_041_nov_97_907

S_buccalis

S_hongkongensis

G_Peptostreptococcus

S_stomatis

S_sp__HMT_146

S_durum

S_flavescens

S_sp__HMT_359

G_Peptostreptococcaceae__XI__G_2_

S__Eubacterium__infirmum

S_odontolytica

S_endodontalis

G_Peptostreptococcaceae__XI__G_1_

F_Rhodobacteraceae

G_Paracoccus

O_Rhodobacterales

S_micra_nov_93_971

S_speluncae

S__Eubacterium__nodatum_nov_95_218

S__Eubacterium__brachy_nov_96_050

S_micra_nov_95_426

G_Desulfogranum

S_japonicum_nov_86_848

K_Bacteria

S_sp__HMT_110

G_Peptostreptococcaceae__XI__G_5_

S__Eubacterium__saphenum

S_bacterium_HMT_103

S__Eubacterium__nodatum

G_Peptostreptococcaceae__XI__G_6_

S__Eubacterium__brachy

G_Peptostreptococcaceae__XI__G_9_

S_bacterium_HMT_369

G_Peptostreptococcaceae__XI__G_4_

S_micra

G_Parvimonas

F_Peptoniphilaceae

P_Firmicutes

F_Peptostreptococcaceae__XI_

C_Clostridia

O_Clostridiales

Significantly Represented Taxa

PT_NP_HPT PT_VP_PP


