Significantly Represented Taxa

O_ Clostrldlales
C_ Clostrldla
F Peptostreptococcaceae X1_
P_| Fnrmlcutes
?_Peptomphllaceae
G_Pa'rvimonas
: S micra
G Peptostreptocorccaceae X G 4_
: S_ bactenum HMT 369
G_Peptéstreptoco:ccaceae_:XI_G_9
: S_Euibacterium:_brachy
G_Peptc:bstreptocofccaceae_éXl_G_G
S_ | Eubécterium hodatum
: S| bactenum HMT 103 |
ES Eubac_terlum saphenum
G Peptostreptococcaceae XI_G5_
. S.sp_ HMT 110
K-_Bacterla

S_japonhicum_nov_86_848
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S -micra_| nov 95 426

S Eubacterlum brachy nov 96_050
S Eubacterlum nodatum nov 95 218
S speluncae

S micra_ nov 93 971

O Rhodobacterales

G_| Paracoccus

F | Rhodobacteraceae
: G Peptostreptococtaceae XI G 1_
S_endodontalis .
S _odontolytica .
S__Eubacterium__| ihfirmum
G Peptostreptococcaceae XI G 2_
S_sp_ HMT 359 :
S_flavescens
S_durum:
S_sp_HMT_146
S ! stomatls
G Peptostreptococcus
| S hongkongen5|s
S buccal]s :
S sp_| HMT 041_| nov 97_ 907
G_Johnsonella
S_orale
S_sp__ HMT_183
S_shahii
S _sp__ HMT_323
G_Schaalia
G_Peptidiphaga
S_moorei
S_satelles
| S_sp_| HMT 360
S_sp HMT_134
G_Shuttleworthia
S matruchotu :
S_micra_i ‘nov_97 519
S paraphrophnus
S pneumosintes :
| S_| bacteraum HMT_: 135
S multlspeaes sppn23 2 nov 96_ 512
S_sp__HMT_237 .
S meyerl
S _sputigena
F_ Enterobacteriacéae
F Actlnomycetaceae
O Actmomycetales
G Enterqbacter :
S multlspeaes spp131 2
G Solobacterlum
S multlspeaes_sp@SS_Z
S multlspecies_spé65_3
G AIIoprévoteIIa :
S_sp__HMT_458 .
S_villosus_nov_93 300
S_histicola :
S tannerae
S gerencserlae nov 97_ 658
O Sphmgomonada]es
F Sphlngomonadaceae
G_Sphingomonas
S_oris név_97_8875
S_sp HI\EIIT_498 .
(0] Enterd:bacterale:s
C Actmobacteria
| S_i |ntermed|a
S Ieathlnolytlcumf
S multlspeC|es spp88 4
S valvarum
S_oris_ nov 86_. 480
S multlspecies spp39 2
S multlspeaes spp163 2
S pseudoporcmus :nov_! 93 488
S sp_| HMT 808
S multlspeaes spp114 3
S mult|speC|es_spp100_3
s multlsbecies spb45 2
S_alocis_ :nov_| 94 828
S_ dentlum
S elegans
o B|f|dobacter|ales
S multlspeues sppn22 3| nov 94 103
S multlspeaes spp42 2
G_| B|f|dobacter|um-
F B|f|dobacter|aceae
S multlspeaes_sppBl_G
F multifa;mily .
S fastldlosum
S gordonu nov_ 95 - 814
C_ Corlobacterna . .
S parasangumls_clfade_411
| S_| hom|n|s : :
G_ Comamonas
S faecalls nov_97 674
S ConCISUS
S multlspeaes spp32 2
S_| ma55|llen5|s
F Comamonadaceae
O Corlobacterlales
S angmqsus :
S rlmaeé : :
F Sacchéribacteriaf_TM7_F:_1_
O_Saccharibacteria_ TM7__©_1_
o Coryniebacterial%:s :
F Corynébacteriacéae
G Coryneiabacteriurﬁ
F Erysipélotrichacéae
o] Erysipielotrichaleis
C Erysip%alotrichia
P_Saccharibacteria_ TM7_
| S multlspeaes spp129 2
S | mutans :
S multispecies_sp§102_3
C Sacchéribacteriai_TM7_C_1_
G Sacché’:\ribacteria;_TM7_(53_1_
S_sp_HMT 078 :
G Atopobium
S naeslundu
S sp_ HMT 417
S stomatls nov_ 95 037
S multlspeC|es_spp79_2
S_oris :
S faecahs nov_97 669
S perlodpntlcum :
S haemoilysans
S faecali:s
X denitri:ficans
G Klngella
F Sacchanbactena . TM7__F 2
S_ dentocarlosa : :
G Velllonellaceae_:_G_l_
S |srae|ii§ :
S mucilafginosa
S_aeria
S pasteri
S sputigéna
| S_sp__ HMT 451
G mult|genus
G Fretibaimterium
F Synerdistaceae
o Synercé;istales .
C Syner(;]istia
P Synergjistetes
S melanlnogemca
S multlspeaes spp112 2
G_ Saccharlbacterla __TM7 G 5_
S smensls
S sp_HMT_169
S multis;f:)ecies_spé67_2
S_ bacter’ium HMT 5356
S multlspeaes spplO 20
S gerencserlae
G Abyssrsollbacter
S multlspeC|es_spp78_2
S_multispecies_spp19_3
S colum%)ae_nov_g:4_651
S multisbecies_spp:17_2
F Peptocéoccaceaeé
F CIostriGiaceae :
S sp_HI\fllT_167
G Bactel%oidetes_G_S_
S_sp_ HMT 175
| S_| bacteraum HMT ! 511
S forsythla
S_| bactercum HMT_: 365
G Peptococcus
S fermentans nov:. 87 042
S_ nucleatum subsp ammalls
S_denticariosi
S multlspeC|es sppn4 2_| nov 94 676
S pIeurlt]dls :
S_granul_osa
S multisbecies_spbl6_2
G_Acinetobacter
F Moraxiellaceae
O_Morax:ellales
S_sp_HI\E/IT_338
S_bacterjum_HMT 952
S_corrodiens :
S multisbecies sp;ﬁ74 3
S multlspeues spp70 2
S multlspeaes sppn34 17 nov 95 592
G_| Roth|a
S_multisE)ecies_sp;i)Gl_Z
F_Microcbccaceae
O_Microcéoccales :
G_multig:enus
O_| multidrder
| S multlspeues spp75 2
S_bacter]um_HMT_;272
G_Bacteréoidaceaeé_G_l_
K_Eukar)}ota :
P_Strept(é)phyta
C_multiciass
F multifémily
S multlspeues spp73 5
G Tanne:rella
S_elonga_ta
F_Bacterbidaceae
S_sp_ HMT 951
G_Leptot‘érichia
G_Eikenella
(0} Fusob:acterialesé
C Fusobacterua :
F Leptotrlchlaceae
S parvula
S_noxia
S | mirabiiis
G Lautropla
F_ Burkholderlaceae
S_sp_ HMT 258
S_gemin;atus
G_Anaer:bglobus
S | morbiliorum
| C_ FIavobacterna :
F_Flavob,acterlacea:e
O_Flavobfacterialesi
G Capnofcytophagé
S multlspeaes spp72 3
F_| Enterococcaceaé
G_Entergcoccus
S saburreum
S asaccharolyhcum
S multlspeaes sppn14 4 | nov 90_ 531
o Burkholderlales
S_maltophilum
S multisbecies sp;540 3
S atyplca nov_90 000
S aphrophllus
G_Gemella
F_Gemeliaceae
S_multisé)ecies_spé47_2
G_Oribacterium
S_sp_Hl\E/IT_lOZ
S_atypicé
S_ absces:sus
S dentlcola
S multlspeC|es spp104 3
F_ Bacteroldaceae
S multlspeaes sppl 3
| O_| Bactermdales
C_Bacter,mdla
F_Aerocoiccaceae
G_Phocaéicola
P_Bacterioidota
S_defectiva
S_oris
S homlms
G_Selenomonas
G_| Microcioccus
G AbIOterhla
F Staphylococcaceae
G_Staphylococcus
G_Catonélla
O_Cardioibacterialefs
F Cardiobacteriacéae
G_ Card|obacter|um
S | |nV|suS
S multlspeues spp44 2
O_ multlorder
G_multlg_enus
F_multifaémily
G_Lachnbanaerobéculum
S sp_| HI\:/IT 898 .
S multlspeues spp8 18
S gordonu
G D|a||ster
S_nuclea,tum
F_Methyliobacteriacéeae
G_Methyiobacteriuh
O_Hyphoimicrobialeies
F_Selenoimonadacé:?ae
O_ Selenémonadalés
| S multlspeaes spp2 2
S radlotolerans :
S ¢ oralls
G_| Bactermdetes G 3_
G_Cutibacterium
S_acnesé
S_adiacefns
G_Granuiicatella :
F_Carnolﬁacteriace'ae
F_Propioé'\ibacteriafceae
F_Bacter:oidetes_F:_l_
O_Bacteroidetes_ O 1_
C_Bacteréoidetes_G_l_
F_Bacilla:ceae
S_ dentlcola
S multlspeaes spp115 2
F_Moraxgllaceae
G_Moraxiella _
F Veillonellaceae
O Ve|IIoneIIaIes :
S sp_| HMT 513
S | bacterlum HMT_. 274
G Bactermdales G 2_
F Bactermdales F 2_
O_| Eubacterlales :
S_| bacter1um HMT 500
G Lachnosplraceae G 8_
S_mult|speC|es_spp7_2
F_Lachncé)spiraceaei
S sp_ HMT 041
G_Desulfobulbus
G_Prevotella
F_| Prevotéllaceae
F Actlnomycetaceae
G Actmomyces
(0] Actmomycetales
S_multlspeaes_sp923_4
F_Xanthc}monadacéae
G_Stenoi%rophomorilas
O_Xanthbmonadalés
S_pavani:i_nov_97_§902
C_Negatfvicutes :
O_Bacillailes
C_Actino:mycetia _
G_Aggrei_;atibacterf
| P_ Actmobactena :
S_socrartskn
S | helmahticensis
S IactarlUs
S multlspeaes spp118 2
S haemolytlcus :
S paralnfluenzae
| S_ nucleatum subsp vmcentu
s subflava :
S multlspeaes spp94 2
S koreen5|s
S_alocis
S_Iongur%]
G_Filifactor
G_Stomaitobaculurﬁ
S_multisbecies_spb36_3
S_sp_HI\EIIT_ZOB .
G_multig:enus
F_multifamily
S gingivélis
G Porphyromonas
0 Splrochaetales
P_Splrochaetes :
C_Spirocihaetia
G Treporﬁema :
F Treponemataceae
S |ntermed|us :
F_Porphyromonadéceae
G_Haeméphilus :
G_Pseudbmonas
S_gracilié
F_Pseud(i)monadac%aae
S dispar: :
| F Lachnosplraceae XIV_
G Ne|sser|a
F_| Nelsserlaceae
O_| Ne|sseﬂales
O_| Pseudomonadales
C_Betapr;oteobacte:ria
S_multisbecies_sp§12_17
G_VeiIIorEaeIIa :
O_Negativicutes
F_Veilloniellaceae
O_| Pastedrellales .
F_| Pasteurellaceae
O_| Bactermdales
C_| Bacter0|d|a
o Campylobacterales
C_Epsﬂomproteobactena
F_Camp)élobacteraé:eae
G_Campéllobacter
P_| Bacterbidetes
S sangumls
C_Fusobacteria
G_Fusobiacterium
F_Fusobécteriaceaé
o] Fusobécterialesé
P_| Fusobacterla :
C Gammaproteobacterla
G Streptococcus
F_Streptococcaceaie
O_Lactol:iaacillales

P_Proteobacteria
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C_Bacilli:
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