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S . timidum

G Peptostreptococcaceae XI _G_4_
S | bacterlum HMT 369

S Eubacterlum saphenum
G_Peptc:)streptocdccaceae ZXI G 5_

S_| Eubacterlum nodatum

F_Propionibacteriaceae
F Oxalobacteracea,:e
S_ |sraelu :
S_ acnes
S_ nucleatum subsp vmcentn
S haemolysans
S_sp_ HMT 359
§ S_oris
G_Gemetla
F_Gemellaceae
F Burkhdlderiaceat‘;-“:
0_Selenomonadales
F Selenomonadacéae
G_Selengmonas
S_atriviolacea
S_sp_ HMT_448
S_maltophilum
G LachnOspiraceaé G 7_
S muIt|speC|es spp104 3
S_. smenS|s
S sput|gena
S_sp__HMT_169
S matruchotu
F Comamonadaceae
S subflava
S_intermedius
S multlspecies_spés_ls
S multlsbecies_spp:35_3
| S_aeria 1 :
S bacter|um HMT 086
S mult|speC|es_spp65_3
S hongklongensis
S_ bactenum HMT_: 145
G Haemophllus :
S paramfluenzae
G Peptos:treptococ:caceae_)(:l_G_3_
S bacter|um HMT_: 495 :
S sp_| HMT 041 nov 97 907
0O_ Pasteurellales :
F_Pasteurellaceae : :
S multlspeues sppn34 17 nov 95_ 592
F Corynebacterlaceae
| O Corynebacterlales
G Corynebacterlum
S_ homlms
(e} Negat!wcutes _
F_Veillonellaceae :
S aerugi%wsa
G Velllon'ella
§ O_ Burkholderlales
S dlspar
S_ warnen
S parasangum|s clade 411
S anglnosus
S rosettiformans
G Rhlzokjium
F_ Rhlzobiaceae
S per|odpnt|cum
S multlspeues spp18 2
S muIt|speC|es_spp100_3
S sp_| HI~:/|T 134 :
S mult|speC|es spp117 2
G_ Serratla
| F Yersmlaceae
S Iactanus
S sapropihyticus
s V|Ilosu:s_nov_93_:300
S_bacterjum_HMT_281
S_| bacterlum HMT D91 nov_ 97 537
G Leptotr|ch|a
| S_ dentocarlosa
S durum:
G_| Morax:ella
C_| Fusobacterlla
O_| Fusobacterlales
F Leptott:’ichiaceaeE
S_ osloenéis
G multlgenus
S muItlspeues_spr_Z
S socraniskii .
S muItisbecies spb69 2
S multlspeues spp23 4
F_ Moraxellaceae :
S multlspeues spp13 3
| S_ bacterlum HMT '155
G_| Bactermdetes G 3_
O_| multlorder
S_ adlacehs
F_f Carnobacterlaceae
G_ Granullcatella
S_ nucleatum
S multlspeues spp88 4
F multlfamlly
G_| Nelsserla
S morb|llorum
S multlspeaes spp16 2
F_| Nelsserlaceae
O_| Nelsserlales
G Lautrop|a
G Actlnomyces
F Actmomycetaceae
S_micra hov 97 519
C_ Bactermdetes C 1
F_| Moraxellaceae :
S multlspeues_spp:138_2
B multlspeaes spp94 2
o Bacter,mdetes_o_l_
(o] Actinoimycetalesi
S faecali.s_nov_97_5669
F Bacterioidetes_F:_l_
G Acinet:obacter
S_ uItunen5|s nov_ 92 840
G Schnuerera
S_mori
S mucila:ginosa
F T|55|erellaceae
S sp_| HMT 373_ nov 94 | 581
S muIt|speC|es spp44 2
S glnglvalls :
| S muIt|speC|es spplO 20
S_| bacter0|des
S_| bacterlum HMT _{ 091
O_| Moraxellales
G_Ralstonia
G muItigEenus
G_| Desulfbvibrio
| O_ Desulfowbrlonales
S desulfurlcans
F_| Desulfowbrlonaceae
S mult|speC|es_spp39_2
S stomatiis_nov_955_037
F Lactobiacillaceaeé
C_Tissierellia
O T|55|erellales :
S multlspeC|es_sp§123_2
S_Eubaéterium_iéfirmum
S_pasteri :
S sp_| HI\:/IT 203
S sp_| HMT 212
S multlspeues spp112 2
S muItlspeues spp52 2
F_Treponematacea(e
C_Spirochaetia .
O_Spiroc.haetales
P Spiroclilaetes :
G Treponema
S muIt|speC|es spp103 5
G Velllonellaceae ‘G 1_ :
G_Peptostreptococ,caceae_)('I_G_Z_
S elonga:ta . :
G Rothla
S_ | Eubacterlum mmutum nov 97_ 044
S_noxia
G_| Enterdbacter
F Enterobactenaceae
S fermentans nOV'87_042
G Aggregatlbacter
F Clostrldlaceae
S_stutzeri
F_| Fusobécteriaceaé
O_ Fusobacterlales
| C_| Fusobacterla :
G_Fusobactenum
G_Neobaécillus .
G_Abyssfsolibacterf
S_muItisé)ecies_sppiGB_Z
O_Enterofbacterale:s
S_muItisbecies_spp}Sg_Z
S mult|speC|es spp7 2
G Porphyromonas;
F Lachnospwaceae
S mlrabllls
S_mutan_s
P_Fusoba:cteria
G_ Stutzérimonas
S pneumosmtes
S sp_| HMT 416
S_sp_| HMT 360 .
S multlspeaes sppn23 2 nov 96 512
S_multispecies_ spp93 3 .
G_ Solobacterlum
S_ mooren
S multlspeues spp129 2
S_forsythla :
G_Tanneirella
S_gordodii
S_radiotc;lerans
G_Methyiobacteriuim
S_sp_ HMT_078
| C Ery5|pelotr|ch|a
O_Erysmelotrlchales
F_Erysipeflotrichaceiae
F_Methylfobacteriaéeae
G_Prevotéella :
O_Hyphogmicrobialés
S_uli :
| F_| Prevotellaceae :
G Peptostreptococcaceae XI G 6_
S_multlspeaes_spp_67_2
F_Porphy:romonadaiceae
S_sanguiinis :
G_Sphing:omonas
O_Caulobacteralesf
G_Brevuréwdimonas
F_Caulotiacteracea:e
S_invisusi .
S_Eubac'terium_rhinutum
S_multis;iaecies_spp;66_2
F Sphing..omonadac.eae
(6] Sphlngomonadales
| G_ Dlallster
S multlspeaes spp12 17
O_Bacter;mdales
S_absces;sus
C_Bacterioidia
G_Phoca(:eicola .
F_Bacteroidaceae
S multlspeues spp57 4
G_| M|crococcus
S multlspeues spp145 5
G Pseudomonas :
F_| Pseudomonadaceae
O_Pseudlomonadalu.és
S sp_ HMT 041
G_Desulfobulbus
(0] Desulfobacterales
F_| Desulfobulbaceae
P_| Bacterpldota :
S mult|speC|es spp78 2
G_ OIseneIIa
F Atopob|aceae
C Deltaproteobacterla
O_Velllonellales
F VeiIIon:eIIaceae
C Negatl\ncutes
S multlspeaes spp36 3
S sp_| HMT 199 :
F_Micrococcaceae
C_Gammiaproteobaicteria
S_odontdlytica
G_ Schaalla
(o] Actlnomycetales
F Actmomycetaceae
C Actlnobacterla
F_multlfqmlly
G_multigéenus
O_Microc:occales
C Actinoi’nycetia :
S elsenlae nov_' 93 764
S_sp__HMT_078_nov_97_ 537
G_| Pradoshla
S_ anas :
G_| F|I|factor
F_ Conobactenaceae
G Atopoblum :
S_multlspeaes_spb40_3
F_Bacillaiceae :
S_bacterium_HMT_904
F_Erysipelotrichaceae
G_Erysipfelotrichac%eae_G_l_é
O_Erysip:elotrichale:s
C_Erysipéelotrichi :
S_fastidiosum
S_stomatiis
S_bacterium_HMT_:383
F_Staphylococcaceae
G_Staph)illococcus
G_Peptos:treptococ:cus
C_Betapl%oteobacteiria :
G_Peptoétreptococ';:aceae_x'I_G_l_
F_Synergéistaceae :
G_Fretibécterium
C_Synergistia
P_Synergiistetes
(o] Synerg';istales
§ G_ Orlbacterlum :
G_Peptomlphllaceaé_G_l_
C_Coriobiacteriia .
O_Coriobiacterialesé
F_Bacteroidaceae
S_bacterium_HMT 272
G_| Bacter'oidaceae: G 1_
S muIt|speC|es spp162 2
G Aerococcus
F_Aerococcaceae
S_bacterium_HMT_::L13
S_sp_ HMT 373
G_Strept%)coccus :
F_Streptécoccacea:e
G_Stomaitobaculur’ré\
C_Bacter:oidia :
O_Bacteréoidales
P_Bacter:bidetes
0O_Bacillales
F_Lachnci:spiraceaei_XlV_
P Actinobacteria
B faecahs :
F_Enterococcaceaé
G_Enteroicoccus .

O_Lactobacillales :

C_Bacilli:
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