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S aphrophllus
S sp_| HI\:IIT 146
S multlspeaes spp114 3
S multlspeaes sppn23 2 nov 96_ 512
G_| Elkenélla
S_gerencseriae
S haemoélyticus
S ! saburréum
S_ corrodens
S multlspeaes spp70 2
F Cardlobacterlaceae
(0] Cardlqbactenale_s
G Cardio:bacteriumi
S naeslundu
S multlspeaes spp67 2
S multlspeaes_sppz_z
S bacterium_HMT_EZBO
S multiséecies_spﬁ:mz2_3_no;\/_94_103é
G_Lachnospiraceae_ G _3_ :
S bacterium_HMT_::LOO
S_sp_ HMT 134
S  Sp__ HMT 169
S parvula
S_orale
S| |sraeI||
S multlspeaes spp163 2
S_oris
S multispé)ecies_sppilj
G Lachnéspiraceae' G_8_
S_| bacternum HMT 500
S | homlms
S multlspeaes spp131 2
S_sp_HMT_525 :
S_bacterjum_HMT_952
| S_ bacterlum HMT ‘155
S_multlspeaes_spplO_ZO
S fermer:atans nov_§87_042
F CIostrldlaceae
G Aby55|so||bacter :
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S sp_| HMT 041 _ nov 97 907
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S_multisbecies_sp§44_2
S_morbiliorum :
S_massiliensis
S_disparé
S_atypicé_nov_QO_:DOO
G_Gemella :
F_Gemeliaceae
S_sp_ HMT 167
G Comamonas
S faecahs nov_97 674
S_| bacterlum HMT . ‘145
S dentlcola
S parasangumls clade 411
S_oris_nav_86_480; '
S_multis;é)ecies_spé72_3
S_nuclea.tum_subs;?_vincent:ii
S_noxia : : :
S multlspeues spp80 2
S multlspeues spp79 2
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1 G VellloneIIa
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F_multifamily
G multig:enus
S sp_| HMT 807
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F_Carnob.acteriace«.%-:e
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F Actlnomycetaceae
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§ S_| Iactarlus
S mucnaglnosa
S multlspeues spp94 2
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S_forsythia
G_Tanneirella
S | intermédius
G_Johnsonella
S multlspeaes spp78 2
| S_| bacterlum HMT . 346
C_Actlnomycetla :
G_Sacch:iaribacteriaE_TM7_C:3_1_
F_Sacch&iribacteriaE_TM7_FE_1_
C_ Saccha:lribacteria.: T™7 (i:_l_
P Saccharlbacterla . TM7_ :
O_Saccharlbacterlq_TM7 O 1
S_sp_HMT 203
P_Fusobacteria
G_Fusobeiacterium
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0] Fusobécterialesé
C_| Fusobacterla :
S multlspeues spp12 17
F_Streptococcacea_e
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