Significantly Represented Taxa

P—BaCfEroid a: F_Actinomycetaceae
I PT NP HPT ow\&;qs b: O_Actinomycetales
- - o 70y, c: F_Bifidobacteriaceae
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| PT_VP_H PT i / s d: O_Bifidobacteriales

e: C_Actinobacteria

f: F_Corynebacteriaceae
g: O_Corynebacteriales
h: F_multifamily

i: F_Bacteroidaceae

j: F_Porphyromonadaceae
k: O_Bacteroidales

I: C_Bacteroidia

m: F_Bacteroidaceae

n: O_Bacteroidales

: C_Bacteroidia

: F_Carnobacteriaceae
: F_multifamily
F_multifamily
O_multiorder
F_Fusobacteriaceae

: O_Fusobacteriales

: C_Fusobacteria

w: F_Oxalobacteraceae
x: F_Enterobacteriaceae
y: F_Pasteurellaceae

z: O_Pasteurellales

a0: F_Moraxellaceae

al: F_Xanthomonadaceae
a2: O_Xanthomonadales
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&, 2 D ad ¢ o o) o) \ Q1 a3: C_Gammaproteobacte
Od d / / D \ »O o a4: F_Treponemataceae
° dl / \ \ @ @ a5: O_Spirochaetales
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a6: C_Spirochaetia
a7: F_Synergistaceae
a8: O_Synergistales
a9: C_Synergistia
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