mm T NP _HPHignifep ptyRepresented Taxa

F Oxalobacteraceae
GJanthlnobacterlum
S_mqltlspeC|esE_spp53_3
K: Bacteria
G_Oribfacterium

S sp_| 'HMT 078

S multlspeC|es spp62_3
S ,_gordonii

S parasangmms clade 411 |
G_Lachnosplraceae_G_3
S_biacterium_:HMT_IOO
S_mdltispeciesf_spp72_3
: G_Psycréwobacter
S_m@ltispeciesé_spp22_3
S_haemolysans
$_parvu|a

S:_concisus
C_S)%nergistia

P Synérgistetes

: S_| naeslundu
F_Synerglstaceae

. O_Synérgistales

G Fretikiacterium

S mul.tlspeues spplOO 3
S perlodontlcum

S multlspeaes spp88_4
F Enterobacteriaceae

G_Enterobacter

S m|cra_hov_97_5:_19
G Peptidiphaga :
§ S_sp__| HMT 183
S orale
S t|miduén :
G Mogibécterium
S pneumiosintes :
(0] Actino:mycetales:
F_Actinomycetaceae
S_villosus_nov_93_300
C Actinobacteria
S multlspeaes spp55 2
S_| hlstlcola
B odontolytlca
S dentocarlosa
(0] Corynebacterlales
S multlspeC|es_spp39_2
F Coryne:bacteriac:eae
S multlspeues sppn23 2 nov 96 _. 512
G_Corynebacterium :
S_ | Eubacterium irhfirmum :
G Peptostreptococcaceae XI _G_1_
S multlspeues spp45 2
S_oris_ nov 97_ 887
B multlspeaes sppn22 3 nov 94 _ 103
S pseudoporcmus nov 93 488
S gordon.u_nov_95+814
S gerenc'seriae_nos./_97_658
S alocisﬁ:nov_94_8258 .
S paraph:rophilus
F_multifamily
G Atopol%aium
S_| r|mae
S multlspeues spp163 2
S anglnorsus
S multlspeaes spp42 2
S mutans
S multlspeaes spp79 2
S multlspeaes spp65 3
S multlspeues spp32 2
S den|tr|f|cans
G_Kingelia
S melanifnogenica
S multlspeC|es spp129 2
S multlspeues spp17 2
S nuclea_tum_subsp_ammali:s
S mucila:ginosa :
S bacter(um HMT 365
S multlspeaes sppn34 17 nov 95 592
S multlspeaes spp112 2
F_Bacteroidaceae
S multis;ﬁecies spri67 2
S_| bacternum HMT_: 272
G mult|genus
G_| Bacteroldaceae G 1
G_| Phocaemola
F_Bacteroldaceae
S_abscesisus :
O_Bacter:oidales
G_Anaercé;globus
S_geminétus
P_Bacterioidota
S_pleuritidis
C_Bacteroidia
S_multis;%)ecies_sppflG_Z
G_Acinet:obacter :
O_Bifidoti)acterialesi
S_stomaﬁis_nov_95:_037
G_Bifidoléacterium
S_multisbecies_sp§74_3
S_ denticériosi .
S_sp_| HMT 258
S multlspeues spp44 2
O_l muIt|order
S_dentium
F_multifamily
G_multig:enus
S_denticola
S sp_ HMT 102
G_| Dialist:er
S_sp_ HMT 898
S multlspeues sppn14 4 nov 90_. 531
S multlspeues spp2 2
S multlspeues spp8 18
S ad|acehs
S atyplca nov_90_| 000
F_Bifidob:acteriacea?e
S_nuclea:tum :
S_oris
S_atypicé
S_ denticcg:vla
G Granutlcatella
F Carnobacterlaceae
G Moraxella
F_Moraxellaceae
G_Lachné)spiraceaé:_G_B_
S_bacterium_HMT_:SOO
S multisp:)ecies spp:115 2
S_| bacterlum HMT_: 113
S_ radlotolerans :
G_Peptomphllaceaé_G_l_
S_pavani:i_nov_97_:902
F_Xanthdmonadacéae
G_Stenotérophomonias
O_Xanthémonadalés
S_helmaré]ticensis
S_multisp:)ecies_spp:23_4
S__Eubacterium__brachy
G_Peptosftreptococ%:aceae_)C:I_G_Q_
S_Iactarilf,ls : :
S Iongur751
S haemolytlcus
S | nucleatum subsp vmcentn
G Stomatobaculum
S multlspeues spp36 3
G multlgienus
F multlfamlly
S multlspeC|es spp94 2
S a|0CIS
G_Porthromonas
F_Porphy:romonada:ceae
G F|I|fact0r :
_glnglvalls
C_Spiroc%laetia
C_Bacterbidia
O_Bacterioidales
G_Trepor:\ema
P_Spirocr;aetes
o Spiroc.haetales
F Treponemataceae
S | mtermedlus
P_| Bacter0|detes
§ O_ Pasteurellales :
F_Pasteurellaceae
G_Haemcé)philus :
G_Fusobécterium
F_Fusobaicteriacea(ie
O_Fusobécteriales
C_ Fusoba:lcteria .
S sangumls

1 . C Gammaproteobacterla :
| | | | | |
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LDA SCORE (log 10)



