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o ifiednmtly Represented Taxa

P_Streptophyta
K_Eukaryota
F_Pinaceae
C_Pinopsida
O_Pinales

G_Pinus
S_sylvestris

: G_Lautropia
I?_Burkholderiaceae

- O_Burkholderiales

S_sanguinis

S_mirabilis

S_sp_ HMT_218
S_muléispecies_spp115_2
F_C?orynebacteriaceae
O: Corynebacteriales
(;?_Corynebacterium
S_matruchotii

: S_oralis
F_Veillonellaceae

: O_Veillonellales
S_sp_ HMT_930
S_shabhii

S_geminatus
G_Anaeroglobus
S_hongkongensis

: G_Dialister
S_mulf::ispecies_spp118_6
S_multispecies_spplzz_z

G_Kocuria_

G_Kingella

: S_invisus
S_actinémycetemcomitans
F_IiEnterobacteriaceae
C_Enterobacterales

. S sp_ HMT 012
S_mul%ispecies_spp123_7
F_Poaceae

S_aestivum
C_Magnoliopsida
O_Poales

G_Triticum
G_multigenus

S_sp_ HMT_332
S_biacterium_HMT_SOS
: S_oralis
S_multispecies_spp119_4
: S _sp_ HMT 521
G_Mitsuokella

S_sp_ HMT_847

S_sputigena
S_oulorum

S_hominis

[0
3
c
=3
1%)

°
I}
[aX
I
1%}
wn
©
°
o)
©

N

G_Cardiobacterium
O_Cardiobacteriales
F_¢ardi0bacteriaceae
S_trevisanii

S_sp_ HMT_917

S_sp_ HMT_317
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| G_Peptostreptococicaceae_XI_ _4_
S sp_HMT 041
G_Desulfobulbus
C_Deltaproteobactéria
F_Desulfobulbaceaie
O_Desulfobacteralés
S_bacterium_HMT_369

S sp_ HMT 166

G_Johnsonella

| S_multispecies_sp@82_4
S_sp_ HMT 102

| S_fastidiosum :
S_multispecies_spb94_3
S_timidum
S_bacterium_HMT 155
G_Veillonellaceae_EFG_l_
S_shahii '
S_sp_ HMT_360
S_bacterium_H MT_él 13
G_Peptoniphilaceaé_G_l_

| S_bacterium_H MT_§00
G_Lachnospiraceaé_G_S_
O_Bacteroidales .
P_Bacteroidota
C_Bacteroidia
S_bacterium_H MT_b85
G_Ruminococcaceae_ G_2_
F_Comamonadacea:ée
S_sp_ HMT_894

G_Ottowia

S_baroniae

S_multispecies_spéSl_Z
G_multigenus :
F_Bacteroidaceae
S_multispecies_spblll_z
S_sp_ HMT_455 .
G_Butyrivibrio
S_forsythia
S_aurantiaca :
F_Synergistaceae
P_Synergistetes :
C_Synergistia
G_Fretibacterium
O_Synergistales
G_Peptostreptococicaceae_XI_G_2_
S_bacterium_HMT_:091
G_Catonella .
S_sp_ HMT_304 :
S_multispecies_spp8_7
S_anginosus :

S_sp_ HMT_396

| S_morbi :
S_Iingnae_Not_VaiidIy_Puinshed_
S_sp__ HMT_443 .
S_asaccharolyticurﬁ
S_sp_ HMT_914 ;
S_parvum _
S_bacterium_HMT_875
G_Lachnospiraceaé_G_3_
S_bacterium_HMT 100
F_Peptostreptococéaceae
S_bacterium_HMT 345
S_sp__ HMT_206 .
S_multispecies_sp;ﬁ%_z
S_Eubacterium_siulci
G_Megasphaera :
S_micronuciformisé
S_multispecies_spé31_2
S_micra :
G_Parvimonas :
F_Peptoniphilaceaé

| G_Peptostreptococfcaceae_XI_G_l_
S_timonensis :
G_Romboutsia
S_graevenitzii
S_multispecies_sp§100_4
S_multispecies_sp;ﬁ47_4
F_multifamily ;
G_multigenus
G_Clostridioides
S_difficile :
S_multispecies_sp§116_3

| S_moorei
G_Solobacterium
G_Mogibacterium
S_sp_ HMT 097 -
S_gingivalis
O_Erysipelotrichalé}s
C_Erysipelotrichia
F_Erysipelotrichace;\ae
S_alocis :

| G_Filifactor :
G_Lachnoanaeroba:culum
S_sp_ HMT_172
G_Stomatobaculurﬁ
S_sp_ HMT_215 .
S_multispecies_spﬁ147_2
G_Oribacterium ;
S_stomatis :
G_Peptostreptococcus
C_Coriobacteriia :

S_multispecies_spr_ﬁlOl_Z

| G_multigenus
O_Coriobacterialesf
F_multifamily :
S_multispecies_spb45_2
F_Actinomycetacee:ile
O_Actinomycetales:
G_Schaalia
S_multispecies_spr:b57_3
S_adiacens :
S_periodonticum :
F_Lachnospiraceae{_XIV_
S_multispecies_spé153_3
F_Peptostreptococéaceae_Xl_
G_Neisseria :
S_multispecies_spb39_4
O_Clostridiales .
C_Clostridia

K_Bacteria
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LDA SCORE (log 10)



