Significantly Represented Taxa
Bl ADULT HIV-Neg_NON-SHEDDER I CHILD_HIV-Neg_NON-SHEDDER

G_Strepfococcus

-n

| Streptocqccaceae
O_Burkhd|deriales
G_lautropia

H Burkholderiaceae
S_ganguinis
S_|mirabilis
S_oralis
G_Actinomyces
S_multispecies |spp70_6
S_multispecies |spp54_2
g_Corynebacterium
F_Cprynebacteriaceae
O]Corynebalcteriales
S_sp_ HMT_498
G_Peptjdiphaga
S_mdtruchotii
G|Kingella
S_gingivicola
S_hongkpngensis
S_oralis
S_aeria
S_shahii
S_multispecies |spp69_4
S mutans
S \veroralis
S_sp__HMT_847
S loulorum
S_sp_ HMT_183
S_sputigena
$_gracilis
S_sp_ HMT_012
5_Cardiobgcterium
F_(ardiobacteriaceae
Qg _Cardiobalcteriales
S_{revisanii
S_intgrmedius
S| hominis
S_Valvarum
S_myltiformis

S_multispecies |spp95_2

(0]

| Kocuria
S_granulosa

MT 078

S sp_|
S_bacterjum_HMT_[L13
G_Peptorfiphilaceag_ G_1_
S_bacterjum_HMT_p91
G_Peptostreptococtaceae_ X|_ G_2_
S_multispecies_spd78_2
G_Desulfpbulbus
C_Deltapfoteobactgria
F_Desulfgbulbaceag
S_sp__ HMT_041
O_Desulfpbacteralgs
S sp_ HMT_526
S_sp_ HMT_455
S_multispecies_spf102_3
G_Butyriyibrio
S_sp_ HMT_102
S_sp_ HMT_217
S_multisgecies_spf129_2
S_forsythfia
S_sp_ HMT_097
S_multispecies_spd62_7
S_baronige
S_multispecies_spf142_2
S_sp_ HMT_ 443
S__Eubadterium__splci
S_bacterjum_HMT_B75
F_Erysipglotrichacdae
O_Erysipglotrichales
C_Erysip¢lotrichia
G_Solobgcterium

S_moorei

S_multispecies_spd93_2
G_Filifactpr
S_alocis
G_Peptosgtreptococgus
S_stomatfis

S_gingivdlis

S_bacterjum_HMT_B45
S_multispecies_spd53_3
F_Peptosfreptococdaceae
S_multispecies_spf148_2
G_Absconditabactegria_ SR1_| G_1_
F_Absconditabactefia_ SR1_|F 1_
O_Absconditabacteria_ SR1_| O_1_
C_Abscorjditabactefia_ SR1_| C 1_
P_Abscorditabactefia_ SR1_
S_multisgecies_spd90_2
S_melaniphogenica

S_intermedia

S_periodpnticum
S_multispecies_spg43_4
S_multispecies_spg106_3
O_Bacterpidales
C_Bacterpidia

P_Bacterpidetes

-5.27 —=4.21 -3.15 —2.09 —1.03 0.03 1.09 2.15 3.21 4.27 5.33
LDA SCORE (log 10)



