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F_Oscillospiraceae

O_Clostridiales
S_Porphyromonas_endodontalis
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G_Leptotrichia
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C_Fusobacteriia
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S_Staphylococcus_multispecies_spp66_3
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S_Saccharibacteria__TM7___G_2__bacterium_HMT_350
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S_Selenomonas_sp__HMT_137
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S_Pasteurellaceae_multigenus_multispecies_spp4_4
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S_Saccharibacteria__TM7___G_1__bacterium_HMT_952
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S_Saccharibacteria__TM7___G_5__bacterium_HMT_356
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G_Abiotrophia

F_Aerococcaceae
S_Abiotrophia_defectiva
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G_Janthinobacterium

S_Selenomonas_noxia
S_Saccharibacteria__TM7___G_1__bacterium_HMT_346
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O_Selenomonadales
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S_Granulicatella_elegans
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G_Gemella

S_Gemella_haemolysans
O_Lactobacillales

C_Bacilli
F_Streptococcaceae

G_Streptococcus
C_Gammaproteobacteria

O_Pseudomonadales
F_Pseudomonadaceae

G_Pseudomonas
S_Pseudomonas_aeruginosa

S_Streptococcus_multispecies_spp395_17
S_Staphylococcus_capitis

O_Flavobacteriales
S_Capnocytophaga_gingivalis_nov_97_266
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