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Abundance

Genus
Prevotella
Faecalibacterium
Phocaeicola
Bacteroides
Akkermansia
Roseburia
Alistipes
Blautia
Ruminococcus
Escherichia_Pseudescherichia_Shigella
Ruminiclostridium
Oscillibacter
Hungatella
Sporobacter
Eubacteriales_[G−1]
Parabacteroides
Monoglobus
Barnesiella
Parasutterella
Lawsonibacter
Massiliprevotella
Subdoligranulum
Dysosmobacter
Clostridium
Oscillospiraceae_[G−6]
Other

Taxonomy bar plot of top 25 Genus


