
Species

SP1 Barnesiella intestinihominis

SP108 Odoribacter splanchnicus

SP11 Butyrivibrio crossotus

SP110 Blautia faecis

SP111 Ruthenibacterium lactatiformans

SP113 Lachnospira eligens

SP114 Butyricimonas phoceensis

SP115 Dorea longicatena

SP116 Bacteroides nordii

SP118 Roseburia faecis

SP124 Phascolarctobacterium faecium

SP126 Fusobacterium mortiferum

SP127 Roseburia intestinalis

SP129 Butyribacter intestini

SP131 Bacteroides fluxus

SP133 Coprobacter fastidiosus

SP134 Eubacteriales_[G−1] bacterium_MOT−144

SP139 Bacteroides xylanisolvens

SP140 Subdoligranulum variabile

SP141 Mediterraneibacter [Ruminococcus] gnavus

SP142 Agathobaculum desmolans

SP151 Parabacteroides distasonis

SP154 Eisenbergiella massiliensis

SP155 Bacteroides salyersiae

SP156 Mediterraneibacter [Ruminococcus] lactaris

SP157 Parasutterella excrementihominis

SP158 Collinsella aerofaciens

SP159 Roseburia inulinivorans

SP16 Paraprevotella clara

SP160 Oxalobacter formigenes

SP161 Dysosmobacter welbionis

SP170 Eggerthella lenta

SP174 Ruminococcus callidus

SP176 Blautia caecimuris

SP177 Lactobacillus rogosae

SP184 Parabacteroides gordonii

SP185 Butyricimonas faecihominis

SP188 Eubacteriales_[G−2] bacterium_MOT−162

SP194 Adlercreutzia equolifaciens

SP195 Bacteroides stercoris

SP20 Turicibacter sanguinis

SP202 Prevotellamassilia timonensis

SP207 Marseilla massiliensis

SP208 Bacteroides ovatus

SP210 Pseudoflavonifractor capillosus

SP211 Roseburia hominis

SP212 Anaeromassilibacillus senegalensis

SP213 Mediterraneibacter faecis

SP22 Lawsonibacter asaccharolyticus

SP236 Dorea formicigenerans

SP24 Mitsuokella jalaludinii

SP241 Bacteroides caecigallinarum

SP247 Phocaeicola plebeius

SP25 Eubacteriales_[G−4] bacterium_MOT−164

SP253 Mesosutterella multiformis

SP254 Parabacteroides johnsonii

SP255 Methanobrevibacter smithii

SP258 Fusicatenibacter saccharivorans

SP259 Megasphaera massiliensis

SP260 Phocaeicola faecicola

SP269 Ligilactobacillus ruminis

SP275 Bacteroides fragilis

SP276 Bacteroides intestinalis

SP279 Blautia luti

SP282 Clostridium chartatabidum

SP283 Lachnospira pectinoschiza

SP29 Catenibacterium mitsuokai

SP290 Haemophilus parainfluenzae

SP291 Blautia obeum

SP293 Eubacterium coprostanoligenes

SP294 Ruminococcus flavefaciens

SP295 Mediterraneibacter [Ruminococcus] torques

SP296 Hungatella xylanolytica

SP298 Anaerotruncus colihominis

SP31 Ruminococcus champanellensis

SP32 Alistipes onderdonkii

SP33 Blautia wexlerae

SP338 Bacteroides caccae

SP34 Butyricimonas virosa

SP343 Holdemania filiformis

SP344 Alistipes indistinctus

SP345 Duodenibacillus massiliensis

SP351 Sutterella wadsworthensis

SP352 Alistipes communis

SP37 Coprococcus catus

SP38 Akkermansia muciniphila

SP380 Frisingicoccus caecimuris

SP385 Ruminococcus bromii

SP387 Alistipes putredinis

SP389 Flavonifractor plautii

SP39 Anaerostipes hadrus

SP390 Kineothrix alysoides

SP391 Eubacterium ventriosum

SP392 Alistipes shahii

SP394 Odoribacter laneus

SP40 Erysipelatoclostridium ramosum

SP406 Ruminococcoides bili

SP410 Faecalimonas umbilicata

SP411 Massiliprevotella massiliensis

SP415 Oscillospiraceae_[G−1] bacterium_MOT−147

SP419 Holdemanella biformis

SP42 Blautia faecicola

SP426 Romboutsia timonensis

SP43 Bilophila wadsworthia

SP436 Parabacteroides goldsteinii

SP443 Bacteroides finegoldii

SP45 Phocaeicola dorei

SP464 Veillonella dispar

SP466 Acidaminococcus intestini

SP467 Intestinibacter bartlettii

SP471 Alistipes finegoldii

SP48 Coprococcus eutactus

SP49 Anaerotignum faecicola

SP50 Oscillospiraceae_[G−6] bacterium_MOT−153

SP53 Bacteroides uniformis

SP56 Coprococcus comes

SP57 Phocaeicola vulgatus

SP58 Prevotella stercorea

SP6 Dialister invisus

SP61 Phascolarctobacterium succinatutens

SP63 Butyricimonas paravirosa

SP64 Tyzzerella nexilis

SP65 Mailhella massiliensis

SP66 Phocaeicola massiliensis

SP7 Faecalibacterium prausnitzii

SP70 Alistipes ihumii

SP71 Prevotella copri

SP72 Monoglobus pectinilyticus

SP8 Phocaeicola coprocola

SP84 Anaerobutyricum hallii

SP86 Desulfovibrio piger

SP87 Bacteroides eggerthii

SP88 Anaerotignum lactatifermentans

SP89 Blautia stercoris

SP9 Phocaeicola barnesiae

SP90 Bacteroides clarus

SP93 Parabacteroides merdae

SP96 Dialister succinatiphilus

SP97 Dialister propionicifaciens

SP99 Desulfovibrio fairfieldensis

SPN10 Blautia obeum_nov_97.209%

SPN100 Anaerostipes butyraticus_nov_96.744%

SPN101 Oscillospiraceae_[G−7] bacterium_MOT−154_nov_96.744%

SPN102 Desulfovibrio desulfuricans_nov_88.426%

SPN103 Ruminococcus albus_nov_90.187%

SPN104 Oscillibacter ruminantium_nov_92.558%

SPN105 Lawsonibacter asaccharolyticus_nov_97.209%

SPN106 Coprobacter fastidiosus_nov_89.302%

SPN107 Duncaniella freteri_nov_93.023%

SPN109 Bacteroidetes_[G−3] bacterium_HMT_365_nov_83.945%

SPN110 Papillibacter cinnamivorans_nov_88.426%

SPN111 Faecalibacterium prausnitzii_nov_95.833%

SPN112 Faecalicoccus pleomorphus_nov_91.589%

SPN113 Lawsonibacter asaccharolyticus_nov_92.056%

SPN114 Pseudoflavonifractor capillosus_nov_88.372%

SPN115 Lachnospiraceae_[G−14] bacterium_MOT−183_nov_82.870%

SPN116 Anaerotruncus colihominis_nov_97.196%

SPN117 Dysosmobacter welbionis_nov_94.009%

SPN118 Christensenella minuta_nov_87.500%

SPN119 Peptoniphilaceae_[G−3] bacterium_HMT_929_nov_80.930%

SPN120 Eubacterium coprostanoligenes_nov_91.589%

SPN121 Neglectibacter timonensis_nov_92.558%

SPN122 Eubacterium ruminantium_nov_96.279%

SPN123 Ethanoligenens harbinense_nov_89.401%

SPN124 Blautia luti_nov_97.222%

SPN125 Sporobacter termitidis_nov_92.593%

SPN126 Lawsonibacter asaccharolyticus_nov_88.372%

SPN128 Pseudoprevotella muciniphila_nov_86.758%

SPN129 Butyribacter intestini_nov_97.685%

SPN130 Hespellia porcina_nov_96.279%

SPN131 Paracholeplasma brassicae_nov_84.112%

SPN132 Hungatella effluvii_nov_95.814%

SPN133 Roseburia inulinivorans_nov_97.209%

SPN134 Solibaculum mannosilyticum_nov_93.925%

SPN135 Monoglobus pectinilyticus_nov_90.187%

SPN136 Parasutterella secunda_nov_97.674%

SPN137 Victivallis vadensis_nov_82.870%

SPN139 Anaerostipes hadrus_nov_93.981%

SPN140 Muribaculaceae_[G−1] bacterium_MOT−129_nov_89.720%

SPN141 Bacteroidetes_[G−7] bacterium_HMT_911_nov_86.574%

SPN142 Eubacteriales_[G−1] bacterium_MOT−144_nov_93.488%

SPN143 Herbinix luporum_nov_90.654%

SPN144 Kineothrix alysoides_nov_95.349%

SPN145 Cuneatibacter caecimuris_nov_95.370%

SPN146 Faecalibacterium prausnitzii_nov_97.209%

SPN147 Barnesiella intestinihominis_nov_97.674%

SPN148 Elusimicrobium minutum_nov_96.279%

SPN149 Muribaculaceae_[G−1] bacterium_MOT−129_nov_85.981%

SPN150 Eubacteriales_[G−3] bacterium_MOT−163_nov_94.884%

SPN151 Peptococcus niger_nov_89.908%

SPN152 Mollicutes_[G−2] bacterium_MOT−187_nov_88.318%

SPN154 Akkermansia muciniphila_nov_97.209%

SPN155 Muribaculaceae_[G−1] bacterium_MOT−129_nov_89.720%

SPN156 Sporobacter termitidis_nov_90.278%

SPN157 Mollicutes_[G−2] bacterium_MOT−187_nov_88.785%

SPN158 Cerasicoccus arenae_nov_86.111%

SPN159 Novisyntrophococcus fermenticellae_nov_97.209%

SPN160 Prevotella stercorea_nov_87.963%

SPN161 Muribaculaceae_[G−2] bacterium_MOT−104_nov_92.056%

SPN162 Pseudoprevotella muciniphila_nov_87.215%

SPN164 Parasporobacterium paucivorans_nov_96.279%

SPN165 Acetitomaculum ruminis_nov_97.209%

SPN166 Clostridiales_[F−1][G−2] bacterium_HMT_402_nov_92.558%

SPN167 Ihubacter massiliensis_nov_93.925%

SPN168 Muribaculaceae_[G−2] bacterium_MOT−104_nov_97.664%

SPN169 Tepidibaculum saccharolyticum_nov_86.512%

SPN170 Caproicibacterium amylolyticum_nov_83.645%

SPN171 Eubacterium ventriosum_nov_97.209%

SPN172 Sporobacter termitidis_nov_93.488%

SPN174 Muribaculum intestinale_nov_85.116%

SPN175 Prevotella stercorea_nov_97.209%

SPN176 Oscillospiraceae_[G−6] bacterium_MOT−153_nov_94.931%

SPN177 Acetivibrio straminisolvens_nov_93.488%

SPN178 Lutispora thermophila_nov_91.628%

SPN179 Aestuariispira insulae_nov_87.037%

SPN18 Mollicutes_[G−2] bacterium_MOT−187_nov_86.916%

SPN180 Eubacteriales_[G−1] bacterium_MOT−144_nov_93.488%

SPN182 Peptococcus simiae_nov_89.302%

SPN183 Coprobacter fastidiosus_nov_88.940%

SPN184 Aestuariispira insulae_nov_85.000%

SPN185 Paludicola psychrotolerans_nov_93.925%

SPN186 Faecalibacterium prausnitzii_nov_85.922%

SPN187 Mollicutes_[G−2] bacterium_MOT−187_nov_85.981%

SPN188 Caproicibacterium amylolyticum_nov_86.512%

SPN189 Peptoniphilaceae_[G−3] bacterium_HMT_929_nov_81.395%

SPN190 Peptostreptococcaceae_[G−5] bacterium_HMT_493_nov_93.953%

SPN191 Prevotella stercorea_nov_97.674%

SPN192 Muribaculum intestinale_nov_88.073%

SPN193 Coprococcus eutactus_nov_96.279%

SPN194 Luteimonas terricola_nov_80.930%

SPN195 Fournierella massiliensis_nov_95.349%

SPN196 Dysosmobacter welbionis_nov_95.349%

SPN197 Ruminococcus callidus_nov_87.442%

SPN198 Harryflintia acetispora_nov_96.262%

SPN199 Holdemanella biformis_nov_97.209%

SPN200 Faecalicoccus acidiformans_nov_95.327%

SPN201 Pacificispira spongiicola_nov_84.862%

SPN202 Oscillibacter ruminantium_nov_94.884%

SPN203 Sporobacter termitidis_nov_92.991%

SPN204 Victivallis vadensis_nov_92.093%

SPN205 Lutispora thermophila_nov_92.523%

SPN206 Eggerthella lenta_nov_90.187%

SPN207 Acutalibacter muris_nov_94.884%

SPN209 Lachnospiraceae_[G−5] bacterium_MOT−170_nov_97.685%

SPN210 Sporobacter termitidis_nov_93.023%

SPN211 Victivallis vadensis_nov_80.465%

SPN212 Sporobacter termitidis_nov_92.130%

SPN213 Alistipes shahii_nov_96.744%

SPN214 Herbinix luporum_nov_95.370%

SPN215 Muribaculum intestinale_nov_92.523%

SPN216 Duncaniella freteri_nov_93.925%

SPN224 Eubacteriales_[G−1] bacterium_MOT−144_nov_91.628%

SPN236 Clostridium oceanicum_nov_91.705%

SPN246 Oscillibacter valericigenes_nov_93.056%

SPN247 Prevotella copri_nov_96.744%

SPN25 Lawsonibacter asaccharolyticus_nov_93.023%

SPN250 Sporobacter termitidis_nov_92.130%

SPN259 Lachnospiraceae_[G−2] bacterium_MOT−167_nov_93.056%

SPN269 Lachnospira pectinoschiza_nov_96.279%

SPN27 Lawsonibacter asaccharolyticus_nov_97.209%

SPN278 Clostridium chartatabidum_nov_90.278%

SPN299 Tepidibaculum saccharolyticum_nov_92.558%

SPN304 Bacteroidetes_[G−3] bacterium_HMT_365_nov_85.780%

SPN309 Lachnospiraceae_[G−6] bacterium_MOT−171_nov_96.279%

SPN330 Prevotella shahii_nov_89.908%

SPN341 Kiloniella antarctica_nov_86.636%

SPN345 Oceanirhabdus sediminicola_nov_89.862%

SPN352 Monoglobus pectinilyticus_nov_90.698%

SPN353 Paraprevotella clara_nov_96.729%

SPN36 Eubacteriales_[G−2] bacterium_MOT−162_nov_97.209%

SPN365 Roseburia faecis_nov_96.279%

SPN37 Muribaculaceae_[G−2] bacterium_MOT−104_nov_91.589%

SPN376 Eubacteriales_[G−2] bacterium_MOT−162_nov_95.814%

SPN396 Lawsonibacter asaccharolyticus_nov_91.705%

SPN405 Butyribacter intestini_nov_97.222%

SPN410 Parasutterella excrementihominis_nov_93.488%

SPN416 Sporobacter termitidis_nov_92.558%

SPN427 Sporobacter termitidis_nov_93.519%

SPN438 Muribaculaceae_[G−2] bacterium_MOT−104_nov_91.589%

SPN458 Ruminococcus champanellensis_nov_97.674%

SPN459 Sporobacter termitidis_nov_93.953%

SPN470 Eubacterium coprostanoligenes_nov_93.981%

SPN48 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.953%

SPN480 Muribaculaceae_[G−2] bacterium_MOT−104_nov_94.393%

SPN487 Oscillibacter ruminantium_nov_91.204%

SPN49 Ruminococcus champanellensis_nov_97.209%

SPN497 Solibaculum mannosilyticum_nov_91.667%

SPN505 Dongia soli_nov_85.068%

SPN511 Paludicola psychrotolerans_nov_92.558%

SPN517 Lachnobacterium bovis_nov_94.884%

SPN539 Pseudoflavonifractor capillosus_nov_94.419%

SPN559 Ruminiclostridium cellobioparum_nov_92.056%

SPN561 Ruminococcus champanellensis_nov_97.209%

SPN572 Alistipes putredinis_nov_97.209%

SPN58 Eubacteriales_[G−4] bacterium_MOT−165_nov_96.296%

SPN583 Daejeonella huanghensis_nov_86.047%

SPN59 Acutalibacter muris_nov_94.907%

SPN591 Eubacterium coprostanoligenes_nov_96.279%

SPN6 Clostridium bornimense_nov_87.097%

SPN600 Harryflintia acetispora_nov_94.860%

SPN610 Lachnospiraceae_[G−9] bacterium_MOT−174_nov_96.744%

SPN618 Prevotella copri_nov_95.814%

SPN628 Kineothrix alysoides_nov_96.744%

SPN638 Angustibacter luteus_nov_82.949%

SPN650 Muribaculum intestinale_nov_92.056%

SPN662 Oscillospiraceae_[G−6] bacterium_MOT−153_nov_97.674%

SPN663 Fusicatenibacter saccharivorans_nov_95.814%

SPN67 Oscillospiraceae_[G−2] bacterium_MOT−149_nov_92.627%

SPN673 Flavonifractor plautii_nov_93.953%

SPN684 Novisyntrophococcus fermenticellae_nov_97.209%

SPN69 Sporobacter termitidis_nov_91.244%

SPN696 Eubacteriales_[G−2] bacterium_MOT−162_nov_95.349%

SPN70 Oscillibacter ruminantium_nov_94.419%

SPN705 Mediterranea massiliensis_nov_97.209%

SPN71 Desulfohalotomaculum halophilum_nov_87.558%

SPN714 Phascolarctobacterium faecium_nov_96.262%

SPN718 Muribaculum intestinale_nov_91.628%

SPN725 Lachnospiraceae_[G−10] bacterium_MOT−175_nov_95.814%

SPN73 Hungatella xylanolytica_nov_97.674%

SPN733 Muribaculum intestinale_nov_93.925%

SPN74 Blautia argi_nov_96.744%

SPN75 Lactobacillus rogosae_nov_93.953%

SPN755 Oscillospiraceae_[G−6] bacterium_MOT−153_nov_95.349%

SPN76 Victivallis vadensis_nov_95.349%

SPN768 Faecalibacterium prausnitzii_nov_96.744%

SPN769 Mollicutes_[G−2] bacterium_MOT−188_nov_86.139%

SPN77 Bacteroidetes_[G−3] bacterium_HMT_281_nov_86.636%

SPN78 Caproiciproducens galactitolivorans_nov_94.907%

SPN784 Saccharofermentans acetigenes_nov_88.426%

SPN788 Alistipes shahii_nov_94.419%

SPN79 Saccharofermentans acetigenes_nov_89.767%

SPN795 Eubacterium xylanophilum_nov_97.674%

SPN80 Prevotella sp._HMT_301_nov_90.741%

SPN800 Ruminococcus bromii_nov_92.130%

SPN805 Prevotella copri_nov_97.674%

SPN81 Alistipes onderdonkii_nov_97.674%

SPN811 Kiloniella antarctica_nov_85.909%

SPN815 Prevotellamassilia timonensis_nov_96.744%

SPN824 Anaerostipes hadrus_nov_94.444%

SPN83 Parabacteroides chongii_nov_91.163%

SPN831 Papillibacter cinnamivorans_nov_93.488%

SPN84 Emergencia timonensis_nov_93.023%

SPN840 Hungatella hathewayi_nov_96.744%

SPN85 Oscillospiraceae_[G−7] bacterium_MOT−154_nov_94.884%

SPN850 Lawsonibacter asaccharolyticus_nov_94.009%

SPN851 Anaerobutyricum hallii_nov_97.674%

SPN858 Eubacterium coprostanoligenes_nov_93.981%

SPN859 Eubacterium ramulus_nov_97.642%

SPN86 Duodenibacillus massiliensis_nov_97.209%

SPN868 Ruminococcus flavefaciens_nov_85.648%

SPN869 Dysosmobacter welbionis_nov_93.953%

SPN87 Lawsonibacter asaccharolyticus_nov_96.279%

SPN870 Papillibacter cinnamivorans_nov_92.593%

SPN877 Kineosporia aurantiaca_nov_81.106%

SPN88 Phocaeicola coprocola_nov_94.884%

SPN881 Muribaculaceae_[G−2] bacterium_MOT−104_nov_86.636%

SPN887 Mollicutes_[G−1] bacterium_MOT−186_nov_91.204%

SPN89 Kiloniella antarctica_nov_87.097%

SPN890 Hungatella effluvii_nov_95.349%

SPN900 Eubacteriales_[G−3] bacterium_MOT−163_nov_94.419%

SPN904 Ruminiclostridium cellobioparum_nov_89.352%

SPN91 Oscillospiraceae_[G−7] bacterium_MOT−154_nov_93.023%

SPN92 Hungatella effluvii_nov_96.744%

SPN93 Lachnospiraceae_[G−14] bacterium_MOT−182_nov_83.333%

SPN94 Oscillospiraceae_[G−4] bacterium_MOT−151_nov_94.931%

SPN95 Lachnospira multipara_nov_90.741%

SPN96 Hungatella effluvii_nov_96.744%

SPN97 Papillibacter cinnamivorans_nov_91.163%

SPN98 Mollicutes_[G−2] bacterium_MOT−188_nov_90.099%

SPN99 Oscillibacter ruminantium_nov_97.209%

SPP11 Bacteroides faecichinchillae_faecis_thetaiotaomicron

SPP13 Bifidobacterium breve_cebidarum_longum

SPP15 Lacticaseibacillus casei_rhamnosus

SPP2 Escherichia_Pseudescherichia_Shigella boydii_coli_fergusonii_flexneri_marmotae_sonnei_vu ...(7 species)

SPP20 Butyricimonas faecihominis_paravirosa

SPP21 Streptococcus hongkongensis_salivarius_thermophilus_vestibularis

SPP27 Faecalibacillus faecis_intestinalis

SPP3 Sutterella massiliensis_stercoricanis

SPP31 Eubacteriales_[G−4] bacterium_MOT−164_bacterium_MOT−165

SPP32 Streptococcus australis_koreensis_parasanguinis_parasanguinis_cl ...(8 species)

SPP33 Bifidobacterium adolescentis_faecale

SPP35 Buttiauxella_Enterobacter_Erwinia_Klebsiella_Kluyv ...(10 species) adecarboxylata_aerogenes_agglomerans_agrestis_amni ...(30 species)

SPP37 Veillonella atypica_dispar

SPP39 Fusobacterium ulcerans_varium

SPP45 Bacteroides koreensis_kribbi

SPP48 Enterocloster bolteae_clostridioformis

SPP5 Bifidobacterium callitrichidarum_catenulatum_gallicum_pseudocatenu ...(4 species)

SPP54 Bacteroides cellulosilyticus_timonensis

SPP55 Clostridium disporicum_saudiense

SPP62 Alistipes_Tidjanibacter inops_massiliensis

SPP64 Enterocloster asparagiformis_lavalensis

SPP66 Bacteroides oleiciplenus_stercorirosoris

SPP67 Terrisporobacter glycolicus_mayombei_petrolearius

SPP68 Agathobaculum_Butyricicoccus butyriciproducens_faecihominis

SPP70 Dialister propionicifaciens_succinatiphilus

SPP9 Bacteroides acidifaciens_acidofaciens_ovatus

SPPN112 Lachnospiraceae multigenus multispecies_sppn112_2_nov_96.279%

SPPN12 Lachnospiraceae multigenus multispecies_sppn12_2_nov_97.674%

SPPN13 Enterocloster multispecies_sppn13_2_nov_94.470%

SPPN136 Lachnospiraceae multigenus multispecies_sppn136_2_nov_95.349%

SPPN139 Oscillospiraceae multigenus multispecies_sppn139_2_nov_93.953%

SPPN14 Thermaerobacter multispecies_sppn14_3_nov_75.117%

SPPN147 Listeria multispecies_sppn147_3_nov_87.850%

SPPN149 Oscillospiraceae multigenus multispecies_sppn149_2_nov_97.222%

SPPN15 Clostridium multispecies_sppn15_4_nov_93.023%

SPPN152 Eubacteriales_[F−1] multigenus multispecies_sppn152_2_nov_95.833%

SPPN16 Moorella multispecies_sppn16_2_nov_86.977%

SPPN164 Oscillospiraceae multigenus multispecies_sppn164_2_nov_92.093%

SPPN17 Lachnospiraceae multigenus multispecies_sppn17_2_nov_97.209%

SPPN18 Alistipes multispecies_sppn18_2_nov_96.744%

SPPN19 Oscillospiraceae multigenus multispecies_sppn19_2_nov_95.349%

SPPN20 Clostridium multispecies_sppn20_5_nov_91.628%

SPPN22 Eubacteriales_multifamily_multigenus multispecies_sppn22_4_nov_93.488%

SPPN23 Ilumatobacter multispecies_sppn23_2_nov_79.909%

SPPN25 Cuneatibacter caecimuris

SPPN26 Lachnospiraceae multigenus multispecies_sppn26_3_nov_95.814%

SPPN27 Peptococcus multispecies_sppn27_2_nov_87.442%

SPPN28 Pseudobutyrivibrio multispecies_sppn28_2_nov_97.209%

SPPN29 Lachnospiraceae multigenus multispecies_sppn29_6_nov_94.884%

SPPN3 Lachnospiraceae multigenus multispecies_sppn3_2_nov_88.318%

SPPN30 Mogibacterium multispecies_sppn30_4_nov_93.458%

SPPN31 Oscillospiraceae multigenus multispecies_sppn31_2_nov_94.419%

SPPN32 Oscillospiraceae multigenus multispecies_sppn32_2_nov_90.233%

SPPN33 Clostridium multispecies_sppn33_2_nov_96.744%

SPPN34 Eubacteriales_[F−1] multigenus multispecies_sppn34_2_nov_97.674%

SPPN35 Oscillospiraceae multigenus multispecies_sppn35_2_nov_94.884%

SPPN36 Anaerofilum multispecies_sppn36_2_nov_90.654%

SPPN38 Anaerotignum multispecies_sppn38_3_nov_89.252%

SPPN39 Clostridium multispecies_sppn39_4_nov_92.627%

SPPN40 Lachnospiraceae multigenus multispecies_sppn40_2_nov_96.744%

SPPN41 Raoultibacter multispecies_sppn41_2_nov_89.720%

SPPN42 Muribaculaceae multigenus multispecies_sppn42_2_nov_89.815%

SPPN53 Mediterraneibacter multispecies_sppn53_2_nov_95.814%

SPPN58 Clostridium multispecies_sppn58_5_nov_91.628%

SPPN67 Lachnospiraceae multigenus multispecies_sppn67_2_nov_96.744%

SPPN77 Eubacteriales_[F−1] multigenus multispecies_sppn77_2_nov_96.279%

SPPN94 Lachnospiraceae multigenus multispecies_sppn94_3_nov_96.744%

SPPN99 Eubacteriales_[G−4] multispecies_sppn99_2_nov_94.884%


