Significantly Represented Taxa

I DB _Control [ DB_Imp+Lira

P_Proteobyacteria

O|Enterobagterales

C_Gamfaproteolyacteria
F_Enterobactefriaceae
ppl2_2

S_mulffispecies_g

S_mulffispecies_qpp57_3

[G_Faecaliaculum
b_rodentiym

b_multisp¢cies_spp49 5

b_tuberculostearicum
b_faecalis[nov_94_@14
b_paramegenteroidgs_nov_94(614
b_sanguinjs_nov_96(262
F_Turicibagteraceae
[G_Turicibacter
D_Erysipelotrichales
C_Erysipelpotrichia
b_faecalis|nov_94_§26
b_bacteriym_MOT_1/04_nov_9(¢ 802
D_Bacterojdales
C_Bactero|dia
F_Muribacplaceae

[G_Muribadulaceae_|[G_2_

P_Bactero|detes
b_paramegenteroidgs

[G_Weissella

-5.34 —4.24 —3.14 —2.04 —0.94 0.16 1.26 2.36 3.46 4.56 5.66
LDA SCORE (log 10)



