
0.000

0.001

0.002

0.003

0.004

0.005

0.006
R

e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: Run1_BTO_Loadingclass: Run1_BTO_No_loadingclass: Run1_Commercial_Loadingclass: Run1_Commercial_No_loadingclass: Run1_HA_Loadingclass: Run1_HA_No_loadingclass: Run1_plaque_inoculum_plaque_inoculumclass: Run2_BTO_Loadingclass: Run2_BTO_No_loadingclass: Run2_Commercial_Loadingclass: Run2_Commercial_No_loadingclass: Run2_HA_Loadingclass: Run2_HA_No_loadingclass: Run2_plaque_inoculum_plaque_inoculum

K_Bacteria.P_Bacteroidetes.C_Bacteroidia.O_Bacteroidales.F_Porphyromonadaceae.G_Porphyromonas.S_sp__oral_taxon_278


