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P_Saccharibacteria_ TM7_
S_sp__oral_taxon_044
O_TM7_0O_1_
C_TM7_C_1_
S_wadei
F_Desulfobulbaceae
S_fastidiosum
C_Deltaproteobacteria
S_oris
G_Desulfobulbus
O_Desulfobacterales
S_sp__oral_taxon_041
S_intermedius
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