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G_Desuifobulbus

F;_Desulfobiulbaceae

O _Desulfobacterales

: S_sp_:HMT_O41
C_Deltaproteobacteria

: P_Prote%)bacteria
F_Streptococcaceae
: G_Strepitococcus
S_multispecies_spp77_17
G_Fusobfacterium
E_Fusobacteriaceae
O_Fusobai:cteriales
C_| Fusbbacteria
P_| Fusobacterla
G Aggregatlbacter

: P_Sacc.harlbacter:|a_TM7
C_S:acchariba:cteria_TM:7_C_1
O_Séaccharibaéteria_TM§7_O_1
G Séccharibaéteria TME7 G 1_
F_ Saccharlbacterla TM7 F1
S_| bacterlum HMT 346
C Actmomycetla
S_sp_HMT_203
: F_miultifamily
S_mulltispecies_s'pp145_3
: G_m;JItigenus
S_mulltispecies_s'pp181_2
; SEforsythia
G Tannerella
S Eubacterlum _brachy
G_Pept%)streptoco:ccaceae_;XI_G_Q
: G_Johnsonella
G Corhamonas
S faecalls nov 97_674
S granulosa
G Actrnomyces
F Actlnomycetaceae
S_mqltlspeC|es;_spp53_2
éO_Actinonéwcetales
S_bacterium_HMT_155
S Eubactenum saphenum
G Peptostreptococcaceae X G 5_
S _ignava |
S | bacterlum HMT 349
S | mtermedlus
G_Catonella
S_biacterium_:HMT_369
G_Peptbstreptoco:ccaceae_EXI_G_4
. S_mulitispecies_sipp300_2
F_fCarnobacferiaceae

. G_GranEuIicateIIa

S ad|acens

S multlspeaes spp180 2

S sp_| HMT 134
G_Selenomonas

F_ 'Selenomor:ﬁadaceae

O Selenomonadales
G . Gemella
F Gemellaceae

S sp_| HMT 807

G_| Lachnoanaerobaculum

G Peptldlphaga
S_sp_HMT_183
C:)_Cardiobz%\cteriales
5 hominis
: S haemolytlcus
F_:Cardlobacterlaceae

: S _parvula |
S_mqrblllorum
S_biacterium_:HMT_145
:G_Cardiob:acterium

. :S_meyerl
S_geréncseriae
S_noxia

O_Negétivicutes

G_Véeillonella

F_Veillor:*nellaceae

. G EEikeneIIa

S lactarius

S parasangumls clade 411
S_mqltlspeC|es;_spp84_3
S_sp__HMT_180

S_ COrrodens

S_ | Eubacterlum ‘nodatum

G multlgenus

O_multlorder

F_mfultifamlly

S_aphrophilus
ES _dispar
S sputlgena
S_| bacterlum HMT 274
F_Bactermda!es_F_Z
G_Bfacteroidalfes_G_z

. : S_sinus

G Saccharlbacterla TM7 G5
© S_sp_HMT 525

S_| bacterlum HMT 500 |
G_Lachnosp|raceae_G_8

: S_| b:acterium HMT 356

F Saccharlbacterla TM7 F 2
S_bacterium HMT 280
S multlspeues spp142 2

S _israelii

S_naeslundii

F_Lachno_spiraceae_
G_Pseudbramibactér
S_alactolyticus

F_Eubacteriaceae
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