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G| Desulfobulbus

P Desulfobulbaceae

O Desulfobacterales

" S.sp_ HMT 041

C Deltaproteobacterla

C Clostr|d|a

O_Clostridiales
:F_Peptonip:)hilaceae
©'S_micra
G_| Parwmonas
F Peptostreptococcaceae X1_
: P_ Fusobactena
G_Fusob,actenum
I%_Fusobac&eriaceae
O_Fusobécteriales
. C_Fusébacteria
S_alocis
G_E'Filifactor
;O_Actinorﬁycetales
G_Actinomyces
FEActinomy:cetaceae
S multlspeaes spp181 2
S_ bactenum HMT 369
G Peptostreptococcaceae X _G_4_
: G_Johnsonella
O Burkholderlales
: S_| Eubacterlum __brachy
G_Peptbstreptocqccaceae_:XI_G_g
: S_muiltispeciesj_spp53_2
: O_Eubécteriales
: Sistomatis
G_F;’eptostrep:tococcus
S_ignava
S_sp_HMT_169
S_sp_ HMT 203
G_Veillonellace%ae_G_l
S_feiecalis_no{/_97_674

: G Comamonas
S_sp_HMT_166
S_geréncseriae

S éorrodens
: S | |ntermed|us
S bacterlum HMT 091 nov 97_537
F Saccharlbacterla TM7 F1
S_| bacterlum HMT 145

S sp_| HMT 134

S _gracilis

G Saccharlbacterla TM7 _ G1
o P Saccharlbacterla __TM7_

C_ Saccharlbacterla TM7 _C1_
F_! Selenomonadaceae

G_ Selenomonas

O Selenomonadales

(6] Saccharlbacterla TM7 _0.1_
G Peptostreptococcaceae Xl_G 6_
S bJacterlum HMT 280
S_b:acterlum_.HMT_135
S_mu:ltispeciesé_spp84_3

S_nucleatum
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G Peptostreptococcaceae X _G_3_
S_ bactenum HMT 495
S_sput|gena
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G_Peptbstreptocdccaceae :XI _G_2
: S _dispar
S Eubactenum minutum
S bactenum HMT 155
F_Lachnospiraceae
S_bacterium_HMT_500
G_Lachnospiraceae_ G_8_
G_Eikenella
F_Campylobacteraceae
C_Epsilonproteobacteria
O_Campylobacterales
G_Campylobacter
S_meyeri
S_sp__ HMT_089

S_morbillorum

S_warneri
S haemcélysans
G muItigEenus
S multiséecies_spé35_2
F Xanthd:monadac:eae
S_thermophilum
(o] Xanthiomonadalffes
G Vulcariiibacteriui'n
| S multlspeaes spp192 2
S multlspeaes_spp268_2
| G_ Serratla :
F Yersml,aceae
G Schlegjelella
S aquatit':a
S_mori
S multlspeaes spp196 3
S_ stutzerl
G_Stutze;rlmonas
S_aeruginosa
G_Desulfovibrio
0_Desulfovibrionales
F_Desulffovibrionacfeae
S_ desquL:lricans
| G_| Enterobacter
S homm(s
S muItlspeaes spp211 2
S_multlspeC|es_spp272_3
F_Comar%monadaceée
P_Bacterbidota :
S_junii .
S_aestuairii
S_gingivzfllis
G_Porph)i/romonas
S_bauma:nnii :
G_multigéenus :
S_multisbecies_spgjlo_z
B multlspeues spp5 5
S multlspeues spp294 5
S multlspemes spp312 2
S mgrescens
F_| Enterobacterlaceae
G_Acmet'obacter :
F_Moraxéllaceae
O_| Morax:ellales .
O_| Enterobacterales
G_| Neobacnlus
S multlspeues spp174 2
| G_ Pseudomonas :
F_ Pseudomonadacéae
§ O_ Pseudomonadales
S elsenlae nov_ 93 764
G_| Pradoshla
F Bacnla;:eae
F Actlnomycetaceae
O_Actlnomycetales
G_Schaaiia :
C Actinobacteria _
C Gammaproteobacterla
S odontolytlca
F Sphmgomonadaéeae
| O Sphlngomonadales
S_multlspeoes_spp170_2
F Aeroco:ccaceae
G Aerococcus
S multlspeaes spp188 3
F Staphy.lococcace:ae
G Staphylococcus
O_| Bacnlales
C Alphaproteobacterla
O_Lactob.acnlales

C_Bacilli:
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