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F;_Streptocciaccaceae
G_Strep:tococcus
S danlellae
(0] Pasteurellales
F Pasteurellaceae
C_Gammaproteobacterla
: éC_BaciIIl
O_| Lactobacillales
S pneumotroplcus
G_| Rodentlbacter
P_Protec_)bacterla
C_Biacteroidetées_c_l
O_Bécteroidet:es_o_l
F_Biacteroideties_F_l
G_B.acteroidet:es_G_3
: S_tirénonensis
b Rhodob:acterales
S putr’edmls nov 96_104
G Actlnldla
O Ericales
S multlspeues spp58_2
G Delftia
G_Schlegelella
S_anuatica
F Actirgmidiaceae
G_| Paracoccus
F_| Rhodobacteraceae
S multlspeues spanl 2 nov 79_ 912
: G Lachrnosplraceae G 3_
S_bacterium_| MOT 168
: F;Poaceae
Gé_Triticum
S_:aestivum
O_Poales
G_Staph)%lococcus
F_:Staphyloc{)ccaceae
. S_nafsimurium
:G_Rothia
S_mtéltispeciesj_spp89_2
: G_Cutibfacterium
: éS_acnes
F_Pr;opionibacf::eriaceae
b Actinorﬁycetales
: C Magnollop5|da
P Stre;ptophyta
K Eukaryota
S multlspeC|es spp4_4
S multlspeues sppn9 2_| nov 96_095
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S_orotica_nov_95_711
G_Robinsoniella

S peorlen5|s

S petrolearlus

G Ternspcrobacter
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S faecalis

F Enterococcaceae
G Ente'rococcus
S_sp__MOT_043
F_Genmellaceae
G:Gemella

S urellytlcus

G Rhodollgotrophos
F Parwbaculaceae
G Ralstoma

S pickettii

S_tamosum

G Mucispirillum

C Deferribacteres
P Deferribacteres
o Deferréibacteraleis
F Mucisp'irillaceaef
F_i Clostriéjiales F_ 1
G Clostrldlales F_1_G_1_
G_| Faecahbaculum
S_| rodennum :
S | Ilmnosedlmlnicofa
| F Sphlngomonadaceae
o Sphmgomonadajes
G Sphing:gomonas
S massn|en5|s nov 92_060
S_| bactenum MOT - 129 nov_ 91 _757
G Lachnpsplraceag_G_Q_ :
S_freteri:nov_92_903
C Actino:bacteria :
o Bifidok}acteriales:
B pseudolongum :
F Blfldob,acterlaceée
G_| Bifidol;s)acteriumE
S bacterlum MOT 175 nov 95 034
G_Lawsonibacter :
S splanchnlcus_no}l_93_521
G_Holdemania :
S msuIaé
F Devosifaceae
G Devos:ia
S puIIica:ecorum_nbv_94_407:
G Butyriicicoccus . :
G Anaerétaenia
G_Odoribiacter
S_| uvaruﬁw nov_91 5702
S multlspeaes spp131 2
1 G muIt|genus :
F Odorlb;acteracea:e
S | intestihale nov_ :89 744
G Lachnosplraceae G_10_
S | bromu : :
C_Sacchz.arlbacteria:_TM7_C::_1_
O_Saccharibacteria_ TM7__ 0_1_
P_ Sacche:zribacteriaf T™7_ :
F_ Saccharlbacterla - TM7__ | F 1
| G Saccharlbactena __TM7 G 3_
S mtestmalls
S hosplta nov_91 083
G_Paraburkholderla
G_Duncaéniella :
F_Muribaiculaceae
G_Lachnospiraceae_ G_12_
S_bacterium_MOT 154
G OscHIosplraceae G 7_
| F_ Eubacterlaceae XV_
G Eubacterlum :
S sp_| MOT 128 .
S bacterlum MOT 104 nov 93 074
C_ Corlobacterua
F_Steroic?obactera(%eae
G_Povalibacter
O_Nevskiales
S_sp_ MOT_127
S_valensé
G_Ileibaéterium
S_ganmaini
F_Prevot@ellaceae
G_Prevotella
G_Ruminiococcus
F_| Bacterbidaceae
| G_ Bactermdes :
S | bacterlum MOT_; 104 nov 92 441
S_| bactenum MOT . 162
F Comamonadaceae
S_| bactenum MOT - 129 nov_ 91 323
S_| bacterlum MOT 129
S_muris : :
G_Turicirinonas
C_Actino:mycetia
| S_ montlcola
G_Ramllbacter
O_Clostriidiales
G_multigfenus
O_Rhizokéiales
S multisbecies spr361 18
F Bradyrh|zob|aceae
F_ Sutterellaceae :
G Oscﬂlosplraceae G 3_
S_ bacteruum MOT . 150
S_bacter]um_MOT_:160
F_Microc;Jccaceae
S_johnso'hii :
O_Bacteréoidales
C_Bacteréoidia
P_| Bacterbidota
S mtestmale
S multlspeaes spp45 5
G_multlggenus
G_Lachnbspiraceaé_G_ll_
S_bacteriium_MOTﬂE178
G_Eubaci:eriales_(;f._z_
O_Micrococcales
G_Kineotihrix
G_Alistip:es
F R|kenellaceae :
C_Alphaproteobacﬁeria
S_taiwaniensis .
S_multisbecies_spbls_z
P_Actinoli;)acteria :
S_bacterium_MOT 164
F_Clostridiaceae
S multlspeC|es spp43 4
G multlgenus
| S_| bacteruum MOT . 159
O_Burkholderlales :
C_Betapréoteobacteiria
F_Enteroioacteriacéae
O_Enteroibacteraleis
G_| Muribéculum
G_| Eubacterlales G 4
S goldstemu
G_Lactob_acnlus
S typhloéﬁus
F Tannerellaceae
G_| Parabacter0|des
K_ Bacteﬁa _
F_OscHIo_splraceaeE
G_Eubac:teriales_(;‘,_l_
O_Campf/lobacterafles
C Epsnonproteobacterla
F Hellcobacteraceae
G_| Hellcobacter
G_Munbaculaceaez_G_l_
G_Muribéculaceaej_G_Z_
S multisbecies spﬁ70_3
G L|g|lactobaC|IIus
F Lachnosplraceae
F_ Lactob-acnlaceae-
| F_ Eubacterlales F 1
S_Clostr,ldlum_cocleatum
G_Erysipielatoclostréidium
F_Erysipélotrichacéae
O_Erysipielotrichaleis
C Erysipélotrichia
F_| Murlbaculaceae
P_| Bacter0|detes
C_Bacterp|d|a
O_Bacteréoidales
O_Eubac'teriales
C_ Clostri:dia
S bacterlum MOT_; 189
G Erysmelotrlchaceae G_ 1
(0] Ery5|pelotr|chales
F Ery5|pelotr|chaceae
C EryS|peIotr|ch|
P_Verrucpmlcroblaf
o Verrucsomicrobiailes
G Akkerman5|a :
C Verrucomlcroblae
F_Akkerrpansmcea!e
' S_muciniphila : : : :
| | | | |
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