Significantly Represented Taxa

! ! ! !
P_Proteci)bacteria

O_| Pastéurellales

F Pasteurellaceae
C_Gammaproteobactena
éS_pneumEotropicus

: G_Rode'ntibacter

: éC_Bacilll
F;_Streptoc:Occaceae
G_Strep:tococcus

S danlellae

O Rhodobacterales

F_| Rhodobacteraceae
S_multlspeC|es_spp4_4
: G_| Pa:racoccus

O_| BaC|IIaIes

C Aiphaproteobactena
S_mu:ltispecies;_spp99_2
G_m:ultigenus

F_ Gemellaceae
G:_Gemella
S_sp_iVIOT_043
SE_pickettn

G_ERaIstonia

F Burkholderiaceae

S mult|speC|es spp58_2
G Delftia |

O Pseudomonadales

: S: - persicus

F Marlnobacteraceae

: G_Marinobacter
S multlspeaes spph51 2 nov 79 912
: e Actlnomycet|a
S_anuatica

G ScHIegeIeIIa

F Gorynebactenaceae
O: Corynebacterlales

G Corynebactenum

S mastltldls

G Staphylococcus

F Staphylocbccaceae

S multlspeoes spp89_2
S ure||yt|cus

S er(antha nov 97_291
G Actlnldla

O_Ericales
F_Actinidiaceae
C_Magnoliopsida

P Streptophyta

K Eukaryota

G_Rothia

S_nasimurium

O Actlnomycetales

F Proplonlbacterlaceae
S_acnes

G_Cutibacterium
F.Comamonadaceae

O Poales

F Poaceae

S aestlvum

G: Triticum
G_Enterococcus
S_faecalis

F_Enterococcaceae
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S ramosum
G Rhodollgotrophos
F Parwbaculaceae

S petrolearlus
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G_Terrispdrobacter

G muItig-enus

F multlfamlly

S muIt|speC|es spp43 4

G multlg:enus

S muItisbecies_spblG_Z

F_| Enteroi)acteriacéae

O_| Enterdbacterales

S_| bactenum HMT_: 351 _nov._ 95 506
G Sacch?ribacteria:_TM7_(_3_3_
C_ Sacchéribacterié - TM7 (:: 1

| F_ Saccharlbacterla . TM7__| F 1

P Saccharlbacterla T™M7_ :

0 Sacchanbactena __TM7 O 1
S talwan.en5|s

S_| bacterium MOT . 149 nov_ 93 _483
G Oscnldsp|raceae G 2_
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G_| Pseud:oflavonifra:ctor
S_ tlmonen5|s nov 97 506
S_| ma55|llen5|s novi 91_145 :
S ramosum_nov_87_975
S_ orotica: _nov_95 é92
S_ bacterlum MOT_; 179 nov_ 92 534
G_| Parasutterella
S excrerﬁentihomiinis_nov_9$_576
G Lachnbspiraceaé G_6_ :
S butyrlca nov_ 91 .461
G Amedl;bacnlus :
S dO|iChl§.IS_n0V_91§_649
S putredfinis_nov_§6_753
G_| Kineotihrix .
G Lachnbsplraceae G_12_ .
F EubacterlalesFamllyXIIl IncertaeSedls
S_ bactenum MOT_. 165
G Amlnlplla
S splanchmcus nov_93_. 290
G Odorlbacter
S_| bactenum MOT . 104 nov_ 91 323
S hongk0ngen5|s nov 92_ 793
G multlgenus .
G Paraeggerthella
S_ bacterlum MOT 104 nov_' 94 577
| S multlspeaes spp18 2 :
S mult|speC|es sppn87 2 nov 92 225
F_Sutterellaceae .
G Anaerotlgnum
S_ Iactatlfermentans nov_97 297
S_ caeC|mur|s
G Lachnosplraceae G_10_
S_| maSS|I|en5|s nov 92 424
S ganmam
S_ bacterlum MOT . 153 nov_ 94 157
S bacterlum_MOT_:104_nov_93_737
S_muris_énov_92_0£594 .
G_Longib:aculum
G_Lachnospiraceae_ G_9_
G_Oscillofspiraceaeé_G_G_
F multifa’mny
| G multlgenus
O_ multlorder .
S muItlspeues sppn292 3| nov 87_. 368
C multlclass
S_| bactenum MOT 104 nov_' 90 929
S_| |ntest|nal|s
S pseudolongum
| G_ Faecallbaculum
S_rodent|um :
G_| Rumin:ococcus
G CuIturom|ca
S_ bactenum MOT 175 nov_' 90 281
S freterl nov_88_ 248
S_ bactenum MOT _: 104 nov_ 92 625
S_| bacterium MOT_. 2104 nov_| 89 177
S_| bacterlum MOT 164 nov_ 95 _485
§ S_ maSS|I|enS|s nov 87_257
S_bacter)um_MOT _;154
G_Oscillcéspiraceaeé_Gj_
S_albus_:hov_92_51:7
S_bacterjum_MOT_150
G Osullosplraceae G 3_
S_| bactenum MOT 174 nov_ 95 701
| F_ Odonbacteraceae
S bacterpum MOT 159 nov 94 118
S_ventrlc_;sum_nov_:96_372
(0] Egger&hellales :
F Eggerthellaceae.
O_ Clostrldlales
F_| Eubacterlaceae XV
G_| Eubacterlum
S_ bactenum MOT_ 129 nov_ 89 224
S multlspeaes sp954_2
C Actmobacterla :
O_ Blfldobacterlales
F_Blfldob_acterlacege
G_Bifidobacterium:
S freteriznov 90_ 6:72
S_| bacterlum MOT 129
K Bactena
S bacter)um MOT 162
G_multlg:enus
S_multisbecies_spblBl_Z
C_Coriobiacteriia :
S_muris
G Turicirhonas
S typhlomus
S_ bacterlum MOT 104 nov 91 810
S_| bactenum MOT . 160
S_bacter]um_MOT _:162_nov_$:)5_260
S_bacterium_MOT_éng .
S_bacterium_MOT 147_nov_96_861
G_Oscillospiraceae; G_1_
S_bacterium_MOT 178
G Lachnosplraceae G_11_
| G_ M|II|oneIIa
F_leene:IIaceae
S_acidifaiciens
G_Faecaiicatena
G_| Dunca:niella
F_| Murlbaculaceae
S muIt|speC|es sppn189 2_ nov 97_ 279
S sp_| MOT 127 : . .
C Epsﬂonproteobacterla
o Campylobacterales
F_Hellcobacteraceae
G_HeIico:bacter :
S_intestil:’male
G_Alistipes
F_| Rikene:llaceae :
G_| Eubacterlales G 2_
S_Johnsonu :
G Neglectlbacter
S_| bactenum MOT_: 164
S_ valens
G_| IIelbactenum
S_| bacterlum MOT_. 129 nov_ 91 304
F_| Bactermdaceae
| G_ Bactermdes :
S bacterlum MOT 129 nov 91 087
G_| Lactobacﬂlus :
G Eubacterlales G 4_
S_ mtestmale nov_ 87 957
S goldstemu
G_| Parabactermdes
F Tannerellaceae
S_ | CIostrldlum cocleatum
§ O_| Bacter0|dales
C_Bacter,0|d|a
P_Bacterioidota
G Eubac;teriales G 1
G EryS|peIatocIostr|d|um
S sp_| MOT 128
G_| Prevotella
| F_ Prevotellaceae
F_OsullosplraceaeE
S_multisri.)ecies_sp}:ia70_3
G_Ligilactobacillus:
F_Erysipélotrichacéae
O_Erysip?elotrichalé:s
C Erysipélotrichia
| G_ Murlbaculum
F Lachnosplraceae
G_| Murlbaculaceae G_2_
F_Lactob:acnlaceae:
F_Eubactéeriales_Fé_l_
G_Muribéculaceaeé_G_l_
O_Eubacteriales
C_Clostridia :
F_| Muribéculaceae :
S bactenum MOT_. 189 :
G_Ery5|pelotrlchaceae_G_lJ
O_Erysipielotrichaleés .
F_Erysipélotrichacéae
C_Erysipéa-lotrichi :
C_Bacter‘goidia
O_| Bacter"oidales
| P_ Bactermdetes :
P Verrucomlcrobla
C Verrucomlcroblae
(6} Verrucomlcrob|ales
F Akkerman5|aceae
S mucmtphlla
' G_Akkermansia : : : :
| | | | |
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LDA SCORE (log 10)



