S multlspeues spp‘n21 2 nov 95 991

G Carnobacterlaceae G 1

Significantly Represented Taxa

C_Gammaproteobacteria
: O_Pasté::urellales

: F_Pasteurellaceae

: P_| Proteé)bacteria |

S pneumotroplcus

G_| Rodentlbacter

G multlgenus

S multlspeaes spp99_2
F:_Streptocpccaceae
G_Streptococcus
S_mufltispeciesé_spp26_2
*C_Bacilli

O_| Lactobacnlales

G Corynebacterlum

O Corynebacterlales

S mast|t|d|s

F Corynebactenaceae

C Actlnomycetla

G_| Paracoccus

O Rhodobacterales
F_;Rhodobac;teraceae
S_m'ultispecie's_spp4_4
O Actinonr%ycetales

G Cutlbacterlum

F Proplonlbacterlaceae
S acnes

S _faecalis

: G_| Enterococcus
F_Enterococcaceae

: P_Actinébacteria

S danlellae

S multlspeaes spp43_4
F_| Enterobacterlaceae
O Enterobacterales

: G multlgenus
G Faecallbaculum

S_| rodentlum

F_Carnobacteriaceae
S_bacterium_MOT_198
S_multispecies:spp89 2
F Staphylocbccaceae
G Staphylococcus

O_| Bacnlales
F_Gemellaceae
S_sp__MOT_043

G . Gemella

G Terrlsporobacter

S petroleanus

F Peptostreptococcaceae

S putrediinis nov_ 96 104
S tlmonen5|s nov_‘ 93 521
| G Anaerotruncus
S bacterlum MOT_ 104 nov 92 842
S_bacterium_MOT 129 nov_ 86 853
S freter| nov_90_. 476
S_| bacterium MOT 151 _nov_ 97 072
S ma55|I!en5|s_n0\/:_91_126
S_multispecies_spp19_2
S bacterium_MOT_§129_nov_F;38_069 :
S muItisfoecies_sprjns59_2_nfov_92_45':7'
| S_ bactenum MOT_149_nov_ 93 722
S multlspeues sppn13 2 nov 86 422
S sp_| MOT 128 | nov 91 540
S multlspeues sppn2 2 nov: 83_146
S Clostrldlum populetl nov: 96 145 .
S pacaehse nov_ 95 163
S multlspeues sppn670 2_| nov 87 768
S | maSS|I|enS|s nov 92_408
S falrflelden5|s nov 94 421
S_| bactenum MOT_. 177
S bacter]um_MOT_:lGG
G Lachnéaspiraceaei_G_l_ :
S_bacterium_HMT_093_nov_90_337
S_bacterium_MOT_175_nov_92_191
S_bacterium_MOT :149_nov_95_067
S_bacterjum_MOT_ 3153 :
| S_ bacterlum MOT . 185 nov_ 93 018
S aIysmdes nov 97 517 :
G Oscnlosplraceae G_6_
F R|kenefllaceae
G_| M|I||onella
F_f Odonbacteraceae
S_ Rumlnococcus gnavus nov 93_ 213
G_| Medlterranelbacter
G_Eubac_terlales_G_4_
G_SacchéaribacteriaE_TM7_(:3_3_
O_Sacchéribacterié_TM7_b_1_
C_Sacchzi—lribacteriai_TM7_;C_l_
F Sacchéribacteriaf ™7 F:_l_
P_ Sacchanbactena  TM7_ .
S multlspeues sppn546 2| nov 92 657
S_| bacter1um MOT 104 nov_ 92 625
| S_ bacter:um MOT 104 nov_ 92 441
G_| PrevotellamaSS|I|a
F_| Prevotellaceae :
S bacter]um MOT 129 nov 91 540
S | bacterium MOT -179
G Osalldsplraceae G 4_
S_| bactenum MOT 129 nov_ 91 974
S | bactenum MOT_. 182 nov_ 97 732
G_| Desulfowbrlo
| S_| bacter:um MOT 175 nov_ 96 154
S_|ntest|nale_nov_92_208 :
S_alysoic:les_nov_gé’,_213
G_Lachnbspiraceaé_G_G_
G_Anaeré)taenia :
S_bacterium_MOT_§167
G_Lachnospiraceae_ G 2_
S_muris, Enov 95_ 0é3
S putredlnls nov_ 96 753
S_muris_nov_92 534
S bacter]um MOT :104 nov é2_641
S_ |ntest|na|e nov_ 92 _258 .
S_muris |
G_Acutal;lbacter
G Anaeréplasma
(0] Anaeroplasmatales
P Tenerlcutes :
F Anaerqplasmataceae
S abactoclastlcum nov_92_ 394
S_ aC|d|faC|ens
C_| MoIhcutes
S_| bacter]um MOT_: 104 nov 90 929
G_Lachnoclostridium
S_bacterium_MOT :104_nov_93_074
F_Bacter:oidetes_Ff_l_ :
C_Bacteréoidetes_G_l_
(0] Bactefoidetes O 1_
G_Bacteroidetes__ G 3
G Clostr[dlum
G Caeubacterlum.
S sporoformans nC)v 94 831.
S_| bacter1um MOT 149
| S tlmonen5|s nov 94 194
S_orotlca_nov_97_;291
S_| bacterium MOT . 5174
G CIostr[dlaIes F_1_G_1_
F Clostrldlales F_ 1
S_Johnsonn
S_| bacter1um MOT 129 nov_ 91 _991
G_Lachnpspiraceaef_G_lO_ :
S freteri: :
S caeC|mur|s
G Lachnosplraceae G 9_
S_muris_nov_92 777
G Murlcomes
S | |ntest|n| nov_' 97 285
S_bacter?um_MOT_;lGS
G_Lachnospiraceae_ G_12_
S_freteri;nov_92_9503
F_ CIostridiaceae
| S_ mtestmale nov_ 87 957
F_Bacterpldaceae
G_| Bacterioides .
G multlgtenus
S_| bacter1um MOT 185 nov_ 95 _937
S | bacter]um MOT . :129 nov_91_757
S multlspeues spp131 2
| F_ Murlbaculaceae
G_Duncar_mella
G_multigienus
F multifémily
G mu|t|genus
S_| bacter]um MOT_: 149 nov 95 506
S_sp_MOT_127
S_| bactenum MOT . 162
S multlspeues sppn87 2 nov 92 225
| G Anaerotlgnum
S_Iactatlfermentan:s_nov_974297
S_bacteréum_MOTﬁE178 .
G_Eubac'teriales_G_z_
G_Oscilloispiraceaeé_G_Z_
F_Peptoc:occaceae
G_Peptoc:occaceae:_G_l_
S_bacterium_MOT_§146
S_multisbecies_sp§18_2
S_| bacteraum MOT . 184
S bacter]um MOT 184 nov 95 023
G_Lawsonibacter : :
S_bacterium_MOT_129
G Oscnlosplraceae G 7_
G Acetatlfactor
S_ |ntest|na||s
S bactenum MOT_. 154
F Eubacterlales F 1
S_ bactertum MOT 104 nov_ 90 672
G Lactobacnlus :
S_| bacterium MOT 178 nov_ 96 847
G_| Eubacterlum
F_| Eubacterlaceae XV
S_copros:tanoligen{es_nov_95§_937
S sp_| M(:)T 128 :
| S_ |ntest|na|e
(0] CIostr[dlaIes
G OSC|IIosp|raceae G_3_
G Prevotella
S_| bacterium MOT 150
F_ Prevotellaceae
S ganmanl
G Allstlpes
F_ R|kenellaceae
G Lachnosplraceae G_11_
G Murlbaculum
S_typhlonlus
F_Oscillo.SpiraceaeE
G_Lachnospiraceae_ G_14_
O_Camp;fllobacterafles
C_Epsiloflproteoba@:teria
| F_ Hellcobacteraceae
G Hellcobacter :
F_| Lactobaullaceae
S bacter]um MOT 104 nov. 93 521
S aIy50|des nov_ 93 275
G_| Klneothrlx
S_| bacter1um MOT 129 nov_ 91 _087
G_| Murlbaculaceae G 2_
G_Murlbaculaceae_'_G_l_
P_Verruciomicrobiaé
O_Verruéomicrobiailes
G_Akkerrénansia .
C Verruc'omicrobiafe
F Akkerman5|aceae
S mucmLphlla
F Lachnospwaceae
P Flrmlcutes
O_Eubac,terlales
C_Clostriidia :
F_Muribafculaceae
C_Bacteréoidia .

O_Bacter:‘oidales

1
1
|
1
|
|
| | | | | | | | |

P_Bacteroidetes :
|

LDA SCORE (log 10)

| |
-6.0 -48 -3.6 -24 -1.2 0.0 1.2 24 36 4.8
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