20

Value

60

F0000.S001

F0000.S007

F0000.5016

F0000.S030

F0000.5043

F0000.S049

F0000.S055

F0000.S060

F0000.S065

F0000.5081

F0000.S085

F0000.S099

F0000.5112

F0000.5130
F0000.5135
F0000.5147
F0000.S005
F0000.S014

Samples

F0000.S5031

F0000.5037

F0000.S054

F0000.S069

F0000.5088

F0000.S095

F0000.5108

F0000.S117

F0000.5122

F0000.S144

F0000.5152

Group
@ Cavity

@D NoCavity
Veillonella
Fusobacterium
Prevotella
Porphyromonas
Alloprevotella
Abiotrophia
Lachnoanaerobaculum
Lachnospiraceae_[G-3]
Aggregatibacter
Leptotrichia
Gemella
Actinomyces
Bergeyella
Corynebacterium
Moraxella
Lachnoanaerobaculum
Rothia
Capnocytophaga

Campylobacter

Lautropia 7))
>
Haemophilus o=
[¢5]
Cardiobacterium (D

Peptidiphaga

Saccharibacteria_(TM7)_[G-1]

Rothia

Morococcus

Leptotrichia

Tannerella

Selenomonas

Kingella

Phyllobacterium

Gemella

Granulicatella

Ralstonia

Fusobacterium
Eubacterium_[XI][G-7],Peptoanaerobacter,Peptostreptococcaceae_
Neisseria

Streptococcus
Eubacterium_[XIVa][G—-1],Lachnoanaerobaculum
Veillonella

Variovorax



