
SP376 Absconditabacteria_(SR1)_[G-1] bacterium_HMT_875 (0.01%|0.01%)

SP7 Absconditabacteria_(SR1)_[G-1] bacterium_HMT_874 (0.10%|0.07%)

SP602 Absconditabacteria_(SR1)_[G-1] bacterium_HMT_345 (0.01%|0.01%)

SP488 Gracilibacteria_(GN02)_[G-2] bacterium_HMT_873 (0.01%|0.00%)

SP44 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_872 (0.04%|0.03%)

SP515 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_871 (0.02%|0.01%)

SP549 Mycoplasma salivarium (0.00%|0.00%)

SP349 Saccharibacteria_(TM7)_[G-5] bacterium_HMT_356 (0.05%|0.00%)

SP386 Saccharibacteria_(TM7)_[G-6] bacterium_HMT_870 (0.01%|0.02%)

SP165 Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351 (0.01%|0.01%)

SP170 Saccharibacteria_(TM7)_[G-8] bacterium_HMT_955 (0.00%|0.00%)

SP312 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_349 (0%|0.04%)

SP495 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_869 (0.00%|0.02%)

SP318 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_346 (0.37%|0.10%)

SP90 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_347 (0.19%|0.53%)

SP570 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_348 (0.88%|0.61%)

SP58 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_352 (0.01%|0.01%)

SP368 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_957 (0.05%|0.06%)

SP446 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_952 (0.12%|0.08%)

SP456 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_488 (0.04%|0.03%)

SP254 Chlorobium phaeobacteroides (0.03%|0.02%)

SP846 Campylobacter sp._HMT_044 (0.00%|0%)

SP434 Campylobacter gracilis (0.93%|0.81%)

SP287 Campylobacter showae (0.03%|0.04%)

SP82 Campylobacter concisus (0.34%|0.29%)

SP638 Campylobacter curvus (0.01%|0.00%)

SP788 Sediminibacterium goheungense (0%|0.00%)

SP311 Lewinella cohaerens (0.00%|0.00%)

SP669 Pedobacter seoulensis (0%|0.00%)

SP68 Roseivirga marina (0.00%|0.00%)

SP330 Taeseokella kangwonensis (0.00%|0.00%)

SP370 Bergeyella sp._HMT_931 (0.00%|0%)

SP499 Bergeyella sp._HMT_206 (0.16%|0.00%)

SP674 Cloacibacterium haliotis (0%|0.00%)

SP227 Bergeyella sp._HMT_322 (0.53%|0.55%)

SP20 Bergeyella sp._HMT_900 (0.10%|0.07%)

SP168 Bergeyella sp._HMT_907 (0.11%|0.09%)

SP640 Robiginitalea biformata (0%|0.00%)

SP81 Capnocytophaga sp._HMT_338 (0.02%|0.01%)

SP271 Capnocytophaga sp._HMT_863 (0.01%|0.01%)

SP392 Capnocytophaga gingivalis (0.24%|0.30%)

SP83 Capnocytophaga granulosa (0.68%|0.70%)

SP508 Capnocytophaga sp._Oral_Taxon_A48 (0.09%|0.07%)

SP733 Capnocytophaga haemolytica (0%|0.00%)

SP6 Capnocytophaga leadbetteri (0.50%|0.50%)

SP597 Capnocytophaga sp._HMT_332 (0.11%|0.04%)

SP164 Capnocytophaga sp._HMT_901 (0.00%|0.00%)

SP43 Capnocytophaga sputigena (0.59%|0.88%)

SP709 Capnocytophaga sp._HMT_878 (0.00%|0.01%)

SP543 Capnocytophaga sp._HMT_326 (0.28%|0.14%)

SP369 Capnocytophaga sp._HMT_335 (0.00%|0.00%)

SP431 Capnocytophaga ochracea (0.01%|0.00%)

SP149 Capnocytophaga sp._HMT_412 (0.03%|0.04%)

SP60 Capnocytophaga sp._HMT_323 (0.14%|0.07%)

SP757 Capnocytophaga sp._HMT_334 (0.00%|0%)

SP211 Capnocytophaga sp._HMT_902 (0.03%|0.02%)

SP61 Capnocytophaga sp._HMT_864 (0.05%|0.07%)

SP2 Capnocytophaga sp._HMT_336 (0.12%|0.05%)

SP394 Capnocytophaga sp._HMT_324 (0.01%|0.02%)

SP148 Capnocytophaga sp._HMT_903 (0.03%|0.01%)

SP473 Capnocytophaga sp._HMT_380 (0%|0.00%)

SP372 Bacteroidetes_[G-5] bacterium_HMT_511 (0.02%|0.00%)

SP569 Bacteroidetes_[G-5] bacterium_HMT_507 (0.00%|0%)

SP740 Bacteroidetes_[G-3] bacterium_HMT_503 (0%|0.00%)

SP359 Bacteroidetes_[G-3] bacterium_HMT_281 (0.00%|0%)

SP666 Bacteroidetes_[G-3] bacterium_HMT_365 (0%|0.00%)

SP474 Bacteroidales_[G-2] bacterium_HMT_274 (0.00%|0.00%)

SP163 Bacteroidales_[G-2] sp._Oral_Taxon_274 (0.22%|0.11%)

SP176 Tannerella forsythia (0.00%|0.00%)

SP67 Tannerella sp._HMT_286 (0.28%|0.21%)

SP497 Tannerella sp._HMT_808 (0.00%|0.00%)

SP323 Porphyromonas gingivalis (0.00%|0.00%)

SP518 Porphyromonas endodontalis (0.01%|0.01%)

SP100 Porphyromonas sp._HMT_930 (0.01%|0.00%)

SP106 Porphyromonas pasteri (1.05%|1.44%)

SP112 Porphyromonas sp._HMT_278 (0.50%|0.43%)

SP296 Porphyromonas sp._Oral_Taxon_B43 (0.10%|0.08%)

SP53 Porphyromonas sp._HMT_275 (0.26%|0.36%)

SP722 Porphyromonas sp._HMT_277 (0.04%|0.04%)

SP39 Porphyromonas catoniae (0.18%|0.31%)

SP331 Bacteroidaceae_[G-1] bacterium_HMT_272 (0%|0.00%)

SP786 Bacteroides vulgatus (0%|0.00%)

SP13 Alloprevotella tannerae (0.06%|0.01%)

SP759 Alloprevotella rava (0.00%|0.00%)

SP224 Alloprevotella sp._HMT_913 (0.01%|0.02%)

SP182 Alloprevotella sp._HMT_912 (0.01%|0.03%)

SP139 Alloprevotella sp._HMT_473 (0.28%|0.24%)

SP475 Alloprevotella sp._HMT_308 (0.01%|0.01%)

SP110 Alloprevotella sp._HMT_914 (0.04%|0.02%)

SP764 Prevotella micans (0.07%|0.03%)

SP167 Prevotella sp._HMT_942 (0.00%|0.00%)

SP304 Prevotella sp._Oral_Taxon_299 (0.00%|0%)

SP303 Prevotella nanceiensis (0.01%|0.03%)

SP555 Prevotella pleuritidis (0.14%|0.02%)

SP377 Prevotella sp._HMT_301 (0.00%|0.00%)

SP387 Prevotella oralis (0%|0.01%)

SP292 Prevotella marshii (0.00%|0%)

SP265 Prevotella saccharolytica (0.16%|0.14%)

SP496 Prevotella sp._HMT_475 (0.01%|0.02%)

SP351 Prevotella shahii (0.06%|0.00%)

SP104 Prevotella sp._HMT_317 (1.15%|0.71%)

SP14 Prevotella sp._HMT_472 (0.18%|0.18%)

SP16 Prevotella sp._Oral_Taxon_472 (0.16%|0.12%)

SP482 Prevotella sp._HMT_309 (0%|0.00%)

SP72 Prevotella oulorum (0.37%|0.19%)

SP503 Prevotella sp._Oral_Taxon_G60 (0.00%|0.00%)

SP362 Prevotella salivae (0.09%|0.06%)

SP166 Prevotella maculosa (0.10%|0.04%)

SP87 Prevotella oris (0.45%|0.13%)

SP560 Prevotella sp._HMT_305 (0%|0.00%)

SP91 Prevotella sp._HMT_300 (0.01%|0.00%)

SP416 Prevotella sp._HMT_292 (0.00%|0.00%)

SP258 Prevotella nigrescens (0.38%|0.35%)

SP504 Prevotella intermedia (0.00%|0.00%)

SP59 Prevotella pallens (0.07%|0.04%)

SP352 Prevotella denticola (0.01%|0.00%)

SP648 Prevotella sp._Oral_Taxon_G71 (0.00%|0.00%)

SP238 Prevotella scopos (0.00%|0.00%)

SP147 Prevotella melaninogenica (1.01%|0.81%)

SP306 Prevotella sp._HMT_314 (0.29%|0.06%)

SP511 Prevotella sp._HMT_313 (0.01%|0.00%)

SP195 Prevotella histicola (0.06%|0.03%)

SP465 Prevotella veroralis (0%|0.00%)

SP77 Prevotella sp._HMT_306 (0.01%|0.01%)

SP516 Treponema sp._HMT_234 (0%|0.00%)

SP624 Treponema sp._HMT_237 (0.00%|0.00%)

SP280 Treponema vincentii (0.00%|0.00%)

SP322 Treponema sp._HMT_231 (0.03%|0.01%)

SP803 Treponema sp._HMT_258 (0%|0.00%)

SP212 Treponema lecithinolyticum (0.00%|0%)

SP98 Treponema maltophilum (0.01%|0.00%)

SP190 Treponema socranskii (0.14%|0.04%)

SP313 Treponema sp._HMT_268 (0.06%|0.00%)

SP690 Treponema sp._HMT_262 (0.00%|0.00%)

SP80 Treponema sp._Oral_Taxon_G53 (0%|0.00%)

SP656 Treponema sp._HMT_257 (0.00%|0%)

SP501 Treponema amylovorum (0.00%|0%)

SP350 Thermus brockianus (0%|0.00%)

SP604 Fervidobacterium nodosum (0.00%|0.00%)

SP670 Anaerolineae_[G-1] bacterium_HMT_439 (0%|0.00%)

SP88 Pyramidobacter piscolens (0.00%|0%)

SP76 Fretibacterium sp._HMT_359 (0%|0.00%)

SP754 Fretibacterium fastidiosum (0.00%|0.00%)

SP804 Cryptobacterium curtum (0.00%|0%)

SP220 Atopobium parvulum (0.07%|0.03%)

SP468 Atopobium sp._HMT_199 (0.01%|0.00%)

SP390 Atopobium rimae (0.01%|0.00%)

SP401 Jatrophihabitans soli (0%|0.00%)

SP689 Modestobacter marinus (0%|0.00%)

SP631 Modestobacter caceresii (0%|0.00%)

SP526 Blastococcus endophyticus (0%|0.00%)

SP744 Blastococcus aggregatus (0%|0.00%)

SP436 Brevibacterium pityocampae (0%|0.00%)

SP32 Brevibacterium oceani (0.00%|0.00%)

SP193 Brevibacterium linens (0.01%|0.00%)

SP695 Brevibacterium antiquum (0.00%|0.00%)

SP433 Kocuria marina (0%|0.00%)

SP789 Kocuria kristinae (0.00%|0.00%)

SP310 Rothia terrae (0.00%|0%)

SP64 Rothia mucilaginosa (0.32%|0.40%)

SP600 Rothia aeria (1.11%|1.55%)

SP427 Rothia dentocariosa (2.26%|5.13%)

SP228 Curtobacterium oceanosedimentum (0%|0.00%)

SP449 Arachnia rubra (0.00%|0.00%)

SP381 Lawsonella clevelandensis (0.00%|0.00%)

SP715 Corynebacterium kroppenstedtii (0.01%|0.02%)

SP662 Corynebacterium pyruviciproducens (0%|0.00%)

SP592 Corynebacterium thomssenii (0.00%|0%)

SP430 Corynebacterium riegelii (0.00%|0%)

SP46 Corynebacterium coyleae (0.00%|0.00%)

SP710 Corynebacterium afermentans (0.00%|0%)

SP340 Corynebacterium accolens (0%|0.00%)

SP613 Corynebacterium minutissimum (0%|0.00%)

SP388 Corynebacterium aurimucosum (0%|0.00%)

SP485 Corynebacterium durum (3.06%|5.92%)

SP237 Corynebacterium matruchotii (18.49%|15.48%)

SP539 Corynebacterium epidermidicanis (0%|0.00%)

SP498 Corynebacterium pseudotuberculosis (0%|0.00%)

SP413 Corynebacterium vitaeruminis (0%|0.00%)

SP530 Peptidiphaga sp._HMT_183 (1.11%|1.77%)

SP457 Scardovia wiggsiae (0.05%|0.03%)

SP414 Schaalia sp._HMT_877 (0.00%|0.00%)

SP396 Actinomyces georgiae (0.00%|0.01%)

SP146 Schaalia georgiae (0.02%|0.01%)

SP364 Schaalia lingnae_[Not_Validly_Published] (0.00%|0.00%)

SP248 Actinomyces sp._Oral_Taxon_180 (0.02%|0.04%)

SP117 Actinomyces odontolyticus (0.10%|0.10%)

SP294 Schaalia sp._HMT_180 (0.01%|0.01%)

SP173 Actinomyces graevenitzii (0.00%|0.00%)

SP45 Actinomyces sp._HMT_448 (0.02%|0.84%)

SP291 Actinomyces massiliensis (0.41%|0.42%)

SP241 Actinomyces gerencseriae (0.06%|0.32%)

SP236 Actinomyces israelii (0.01%|0.00%)

SP363 Actinomyces sp._HMT_897 (0%|0.00%)

SP371 Actinomyces sp._HMT_414 (0.01%|0.00%)

SP506 Actinomyces sp._HMT_896 (0.02%|0.00%)

SP453 Actinomyces sp._HMT_525 (0.02%|0.00%)

SP298 Actinomyces timonensis (0.00%|0.00%)

SP225 Actinomyces naeslundii (2.08%|2.64%)

SP321 Actinomyces viscosus (0.60%|1.13%)

SP245 Actinomyces johnsonii (0.09%|0.02%)

SP246 Actinomyces sp._HMT_170 (0.02%|0.17%)

SP204 Actinomyces sp._HMT_171 (0.17%|0.07%)

SP189 Actinomyces sp._Oral_Taxon_171 (0.20%|0.20%)

SP601 Actinomyces sp._HMT_175 (0.09%|0.19%)

SP479 Actinomyces oris (0.17%|0.14%)

SP834 Triticum aestivum_Oral_Taxon_D31 (0%|0.00%)

SP558 Tagaea marina (0.00%|0.00%)

SP197 Constrictibacter antarcticus (0.00%|0.00%)

SP547 Croceicoccus pelagius (0%|0.00%)

SP813 Sphingosinicella cucumeris (0%|0.00%)

SP623 Sphingobium yanoikuyae (0.00%|0.00%)

SP739 Asticcacaulis excentricus (0%|0.00%)

SP810 Phenylobacterium panacis (0.00%|0.00%)

SP274 Caulobacter fusiformis (0.00%|0%)

SP800 Phreatobacter oligotrophus (0%|0.00%)

SP461 Bosea lathyri (0.00%|0%)

SP727 Methylobacterium soli (0%|0.00%)

SP785 Methylobacterium aerolatum (0%|0.00%)

SP835 Methylobacterium organophilum (0.00%|0%)

SP252 Pedomicrobium manganicum (0%|0.00%)

SP665 Labrenzia aggregata (0%|0.00%)

SP464 Tepidicaulis marinus (0.00%|0.00%)

SP716 Hyphomonas jannaschiana (0%|0.00%)

SP305 Maricaulis virginensis (0%|0.00%)

SP780 Paenirhodobacter enshiensis (0.00%|0%)

SP384 Silicimonas algicola (0.00%|0.00%)

SP693 Pseudoruegeria aestuarii (0%|0.00%)

SP483 Jannaschia seosinensis (0%|0.00%)

SP285 Roseovarius mucosus (0%|0.00%)

SP760 Roseovarius pacificus (0%|0.00%)

SP591 Seohaeicola saemankumensis (0.00%|0.00%)

SP599 Phaeobacter inhibens (0.00%|0%)

SP633 Ruegeria mobilis (0.01%|0.00%)

SP726 Shimia biformata (0%|0.00%)

SP295 Cardiobacterium valvarum (0.26%|0.15%)

SP505 Cardiobacterium hominis (0.59%|0.69%)

SP198 Stenotrophomonas maltophilia (0.04%|0.03%)

SP708 Hydrogenophilus thermoluteolus (0.00%|0%)

SP692 Tepidiphilus succinatimandens (0%|0.00%)

SP753 Paraburkholderia fungorum (0.06%|0.03%)

SP583 Burkholderia multivorans (0.00%|0.00%)

SP450 Lautropia mirabilis (1.80%|2.24%)

SP487 Limnobacter sp._str._MED105 (0.01%|0.01%)

SP293 Herbaspirillum huttiense (0.00%|0.00%)

SP462 Janthinobacterium lividum (0.00%|0%)

SP562 Massilia suwonensis (0%|0.00%)

SP615 Massilia consociata (0%|0.00%)

SP850 Pelomonas puraquae (0%|0.00%)

SP542 Corticibacter populi (0%|0.00%)

SP208 Variovorax guangxiensis (0.00%|0%)

SP240 Ottowia sp._HMT_894 (0.01%|0.02%)

SP720 Comamonas sp._str._KF_1 (0.00%|0.00%)

SP375 Propionivibrio sp._Oral_Taxon_C33 (0.01%|0.01%)

SP54 Neisseriaceae_[G-1] bacterium_HMT_327 (0%|0.00%)

SP514 Neisseriaceae_[G-1] bacterium_HMT_174 (0%|0.01%)

SP260 Simonsiella muelleri (0.01%|0.00%)

SP365 Conchiformibius steedae (0.00%|0%)

SP97 Kingella oralis (0.77%|1.06%)

SP419 Neisseria sp._HMT_499 (0.12%|0.05%)

SP107 Eikenella corrodens (0.12%|0.14%)

SP42 Neisseria elongata (0.79%|0.99%)

SP194 Kingella sp._HMT_012 (0.05%|0.08%)

SP78 Kingella denitrificans (0.30%|0.68%)

SP531 Neisseria oralis (0.21%|0.05%)

SP559 Neisseria bacilliformis (0.00%|0.00%)

SP89 Neisseria subflava (0.40%|0.76%)

SP717 Neisseria cinerea (0.09%|0.15%)

SP113 Neisseria mucosa (2.03%|2.62%)

SP622 Morococcus cerebrosus (0.73%|0.01%)

SP103 Neisseria pharyngis (1.36%|0.49%)

SP448 Thiodictyon Thiodictyon syntrophicum (0.00%|0.00%)

SP476 Thiodictyon bacillosum (0.00%|0.00%)

SP290 Moraxella sp._Oral_Taxon_B07 (0.39%|0.10%)

SP219 Marinobacter algicola (0.00%|0.00%)

SP809 Marinobacter salsuginis (0.00%|0.00%)

SP264 Alcanivorax jadensis (0.00%|0.00%)

SP818 Alcanivorax borkumensis (0%|0.00%)

SP533 Porticoccus hydrocarbonoclasticus (0.00%|0.00%)

SP519 Pseudohongiella acticola (0.00%|0.00%)

SP284 Pseudomonas anguilliseptica (0%|0.00%)

SP523 Pseudomonas guguanensis (0.00%|0.00%)

SP793 Pseudomonas panipatensis (0%|0.00%)

SP691 Pseudomonas oryzae (0.00%|0%)

SP561 Pseudomonas turukhanskensis (0.00%|0.00%)

SP571 Pseudomonas veronii (0.00%|0%)

SP794 Pseudomonas japonica (0%|0.00%)

SP484 Marinomonas arctica (0.00%|0.00%)

SP361 Rheinheimera aquimaris (0%|0.00%)

SP324 Vibrio litoralis (0.00%|0.03%)

SP3 Photorhabdus temperata (0.18%|0.13%)

SP222 Serratia fonticola (0.00%|0%)

SP774 Pantoea septica (0%|0.00%)

SP216 Pantoea calida (0%|0.00%)

SP389 Pantoea vagans (0%|0.00%)

SP732 Erwinia billingiae (0.00%|0%)

SP438 Escherichia coli (0%|0.00%)

SP276 Klebsiella pneumoniae (0.00%|0%)

SP502 Enterobacter tabaci (0.00%|0%)

SP588 Enterobacter sp._str._TSE38 (0.00%|0.00%)

SP661 Klebsiella oxytoca (0%|0.00%)

SP270 Riesia pediculicola (0.03%|0.02%)

SP653 Haemophilus pittmaniae (0.31%|0.03%)

SP47 Haemophilus parainfluenzae (4.28%|5.36%)

SP101 Haemophilus sputorum (0.01%|0.00%)

SP179 Haemophilus parahaemolyticus (0.02%|0.02%)

SP180 Haemophilus paraphrohaemolyticus (0.04%|0.04%)

SP418 Haemophilus influenzae (0.04%|0.22%)

SP382 Aggregatibacter actinomycetemcomitans (0%|0.00%)

SP316 Haemophilus sp._HMT_908 (0.16%|0.06%)

SP8 Haemophilus haemolyticus (0.04%|0.22%)

SP226 Aggregatibacter sp._HMT_458 (0.60%|0.47%)

SP181 Aggregatibacter sp._HMT_513 (0.72%|0.58%)

SP235 Aggregatibacter sp._HMT_898 (0.39%|0.24%)

SP187 Aggregatibacter sp._HMT_949 (0.06%|0.03%)

SP257 Aggregatibacter aphrophilus (0.38%|0.49%)

SP391 Aggregatibacter paraphrophilus (0.12%|0.02%)

SP566 Lachnospiraceae_[G-8] bacterium_HMT_500 (0%|0.00%)

SP608 Anaerocolumna cellulosilytica (0.00%|0%)

SP808 Catonella sp._Oral_Taxon_B06 (0.00%|0.01%)

SP200 Catonella morbi (0.00%|0.00%)

SP329 Stomatobaculum sp._HMT_097 (0.01%|0.03%)

SP229 Stomatobaculum longum (0.02%|0.02%)

SP342 Oribacterium sinus (0.01%|0.01%)

SP616 Butyrivibrio sp._HMT_455 (0.00%|0.00%)

SP557 Shuttleworthia satelles (0%|0.00%)

SP199 Lachnospiraceae_[G-2] bacterium_HMT_096 (0.05%|0.01%)

SP175 Lachnospiraceae_[G-2] bacterium_HMT_088 (0.02%|0.03%)

SP17 Lachnospiraceae_[G-3] bacterium_HMT_100 (0.24%|0.28%)

SP380 Johnsonella ignava (0.06%|0.02%)

SP185 Lachnospiraceae_[G] sp._Oral_Taxon_B32 (0.05%|0.05%)

SP33 Lachnoanaerobaculum umeaense (0.68%|0.54%)

SP544 Lachnoanaerobaculum orale (0.04%|0.03%)

SP154 Lachnoanaerobaculum saburreum (0.47%|0.35%)

SP598 Peptostreptococcus stomatis (0.01%|0.02%)

SP243 Peptostreptococcaceae_[XI][G-7] bacterium_HMT_922 (0%|0.00%)

SP393 Filifactor alocis (0.00%|0.00%)

SP663 Peptostreptococcaceae_[XI][G-9] [Eubacterium]_brachy (0.01%|0.01%)

SP738 Peptostreptococcaceae_[XI][G-4] bacterium_HMT_369 (0.00%|0%)

SP400 Peptostreptococcaceae_[XI][G-1] [Eubacterium]_infirmum (0.00%|0.00%)

SP524 Peptostreptococcaceae_[XI][G-2] bacterium_HMT_091 (0%|0.00%)

SP234 Pseudoramibacter alactolyticus (0%|0.00%)

SP341 Peptococcus sp._HMT_167 (0.02%|0.01%)

SP309 Peptococcus sp._HMT_168 (0.01%|0.00%)

SP603 Finegoldia magna (0.00%|0.00%)

SP299 Parvimonas micra (0.08%|0.04%)

SP630 Clostridiales_[G] sp._Oral_Taxon_G74 (0%|0.00%)

SP317 Peptoniphilus grossensis (0%|0.00%)

SP632 Anaerococcus octavius (0%|0.00%)

SP763 Anaerococcus obesiensis (0.00%|0%)

SP773 Anaerococcus senegalensis (0.00%|0%)

SP750 unclassified_Ruminococcaceae sp._str._D16 (0%|0.00%)

SP108 Ruminococcaceae_[G-2] bacterium_HMT_085 (0.01%|0.02%)

SP188 Ruminococcaceae_[G-1] bacterium_HMT_075 (0.09%|0.17%)

SP73 Calycanthus floridus_Oral_Taxon_D07 (0.15%|0.03%)

SP728 Dialister sp._HMT_119 (0.00%|0%)

SP671 Dialister pneumosintes (0.00%|0.00%)

SP275 Dialister invisus (0.03%|0.03%)

SP65 Veillonella sp._HMT_780 (0.04%|0.04%)

SP18 Veillonella atypica (0.27%|0.06%)

SP425 Veillonella denticariosi (0.06%|0.01%)

SP1 Veillonella parvula (1.71%|1.23%)

SP249 Veillonellaceae_[G-1] bacterium_HMT_129 (0.00%|0%)

SP458 Veillonellaceae_[G-1] sp._Oral_Taxon_G40 (0.00%|0%)

SP639 Veillonellaceae_[G-1] bacterium_HMT_135 (0.00%|0%)

SP486 Veillonellaceae_[G-1] sp._Oral_Taxon_155 (0.00%|0%)

SP417 Veillonellaceae_[G-1] bacterium_HMT_155 (0.01%|0.00%)

SP412 Mitsuokella sp._HMT_521 (0.01%|0.00%)

SP696 Mitsuokella sp._Oral_Taxon_G68 (0%|0.03%)

SP302 Mitsuokella sp._HMT_131 (0.00%|0%)

SP517 Selenomonas sp._HMT_134 (0.00%|0%)

SP19 Selenomonas sputigena (0.15%|0.05%)

SP74 Selenomonas noxia (1.27%|0.77%)

SP729 Selenomonas sp._HMT_133 (0.01%|0.00%)

SP109 Selenomonas artemidis (0.07%|0.06%)

SP218 Selenomonas sp._HMT_137 (0.04%|0.05%)

SP435 Selenomonas sp._HMT_146 (0.04%|0.04%)

SP99 Selenomonas sp._Oral_Taxon_H63 (0.00%|0.00%)

SP186 Selenomonas flueggei (0.07%|0.18%)

SP360 Selenomonas sp._Oral_Taxon_G67 (0.01%|0.00%)

SP455 Selenomonas sp._Oral_Taxon_G55 (0%|0.00%)

SP215 Selenomonas dianae (0%|0.00%)

SP660 Selenomonas sp._HMT_478 (0.00%|0.00%)

SP337 Selenomonas sp._HMT_149 (0%|0.00%)

SP207 Selenomonas sp._HMT_136 (0%|0.00%)

SP75 Centipeda sp._Oral_Taxon_B01 (0.00%|0.01%)

SP447 Centipeda periodontii (0.01%|0.00%)

SP159 Selenomonas sp._HMT_936 (0.00%|0%)

SP160 Selenomonas sp._HMT_126 (0.05%|0.05%)

SP158 Selenomonas sp._HMT_919 (0.00%|0.00%)

SP57 Fusobacterium equinum (0%|0.00%)

SP259 Fusobacterium sp._HMT_248 (0.03%|0.00%)

SP191 Fusobacterium periodonticum (0.42%|0.37%)

SP10 Fusobacterium nucleatum (1.46%|1.78%)

SP115 Fusobacterium hwasookii (1.19%|0.69%)

SP114 Fusobacterium sp._HMT_203 (0.25%|0.53%)

SP428 Fusobacterium simiae (0.06%|0.02%)

SP437 Fusobacterium sp._HMT_204 (0%|0.02%)

SP348 Fusobacterium nucleatum_subsp._vincentii (0.26%|0.04%)

SP51 Fusobacterium nucleatum_subsp._animalis (0.09%|0.06%)

SP49 Fusobacterium nucleatum_ss_animalis (0.22%|0.11%)

SP781 Fusobacteria_[G-1] sp._Oral_Taxon_A71 (0%|0.00%)

SP614 Streptobacillus notomytis (0.00%|0%)

SP263 Streptobacillus felis (0%|0.00%)

SP52 Leptotrichia sp._HMT_221 (0.09%|0.40%)

SP308 Leptotrichia goodfellowii (0.25%|0.15%)

SP145 Leptotrichia sp._HMT_219 (0.13%|0.06%)

SP507 Leptotrichia sp._HMT_217 (0.00%|0%)

SP253 Leptotrichia sp._HMT_392 (0.75%|0.74%)

SP111 Leptotrichia sp._HMT_212 (1.50%|1.70%)

SP48 Leptotrichia sp._HMT_215 (0.31%|0.31%)

SP66 Leptotrichia sp._HMT_498 (1.65%|0.70%)

SP301 Leptotrichia sp._HMT_218 (0.00%|0.01%)

SP63 Leptotrichia sp._HMT_225 (2.64%|2.39%)

SP62 Leptotrichia buccalis (2.37%|1.26%)

SP383 Leptotrichia sp._HMT_223 (0.01%|0%)

SP150 Leptotrichia hofstadii (1.75%|0.73%)

SP325 Leptotrichia sp._HMT_909 (0.01%|0.00%)

SP725 Leptotrichia sp._HMT_463 (0.03%|0%)

SP297 Leptotrichia wadei (0.68%|0.87%)

SP21 Leptotrichia sp._HMT_417 (0.97%|1.09%)

SP192 Leptotrichia shahii (8.02%|7.78%)

SP105 Leptotrichia trevisanii (0.08%|0.12%)

SP625 Leptotrichia sp._HMT_879 (0.00%|0%)

SP420 Leptotrichia hongkongensis (2.02%|1.99%)

SP799 Mollicutes_[G-1] bacterium_HMT_504 (0%|0.00%)

SP196 Erysipelotrichaceae_[G-1] bacterium_HMT_905 (0.00%|0%)

SP548 Solobacterium moorei (0.01%|0.02%)

SP743 Bulleidia extructa (0.00%|0%)

SP721 Thermicanus aegyptius (0%|0.00%)

SP815 Gemella sp._HMT_928 (0%|0.00%)

SP477 Gemella bergeri (0.00%|0.00%)

SP217 Gemella morbillorum (0.45%|0.53%)

SP787 Gemella parahaemolysans (0.02%|0.01%)

SP647 Gemella sanguinis (0.05%|0.03%)

SP509 Lactococcus lactis (0.00%|0.01%)

SP795 Lactococcus piscium (0.00%|0%)

SP816 Lactococcus raffinolactis (0.00%|0%)

SP801 Streptococcus mutans (0.45%|0.23%)

SP500 Streptococcus sobrinus (0.00%|0.01%)

SP429 Streptococcus pharyngis (0%|0.00%)

SP307 Streptococcus anginosus (0.01%|0.01%)

SP174 Streptococcus intermedius (0.42%|0.75%)

SP255 Streptococcus gordonii (0%|0.00%)

SP283 Streptococcus sp._HMT_056 (0.09%|0.11%)

SP621 Streptococcus thermophilus (0%|0.02%)

SP792 Streptococcus peroris (0.00%|0.00%)

SP320 Streptococcus lactarius (0.00%|0.00%)

SP700 Lactobacillus algidus (0.00%|0.00%)

SP629 Lactobacillus salivarius (0%|0.00%)

SP79 Weissella viridescens (0%|0.00%)

SP634 Leuconostoc carnosum (0%|0.00%)

SP802 Lactobacillus fermentum (0.06%|0.00%)

SP672 Lactobacillus delbrueckii (0%|0.00%)

SP694 Lactobacillus iners (0.00%|0.00%)

SP472 Lactobacillus gasseri (0.00%|0.00%)

SP765 Lactobacillus hominis (0.00%|0.00%)

SP415 Enterococcus mundtii (0%|0.00%)

SP796 Carnobacterium gallinarum (0.00%|0%)

SP244 Granulicatella elegans (0.43%|0.35%)

SP454 Dolosigranulum pigrum (0.00%|0%)

SP607 Eremococcus coleocola (0%|0.00%)

SP144 Abiotrophia defectiva (1.38%|1.60%)

SP745 Brochothrix thermosphacta (0%|0.10%)

SP657 Bacillus oryzisoli (0.00%|0%)

SP41 Anoxybacillus flavithermus (0%|0.00%)

SP385 Bacillus hisashii (0%|0.00%)

SP247 Staphylococcus lentus (0.00%|0.00%)

SP812 Staphylococcus auricularis (0.00%|0.00%)

SP673 Staphylococcus warneri (0.00%|0.00%)

SP463 Staphylococcus hominis (0.00%|0.00%)

SP568 Staphylococcus saprophyticus (0.00%|0.00%)

SP169 Staphylococcus equorum (0.01%|0.00%)

SP612 Staphylococcus cohnii (0.00%|0.00%)
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