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Enterococcus faecalis

Corynebacterium mastitidis

Bifidobacterium pseudolongum

Streptococcus danieliae

Anaerostipes caccae

Faecalibaculum rodentium

Triticum aestivum

Lactobacillus johnsonii

lleibacterium valens

Streptococcus porcorum

Bacteroides thetaiotaomicron
Erysipelotrichaceae_[G-1] bacterium_MOT-189
Klebsiella pneumoniae

Muribaculaceae_[G-1] bacterium_MOT-129
Mammaliicoccus sciuri

Akkermansia muciniphila

Klebsiella variicola

Streptococcus thoraltensis

Mammaliicoccus sciuri_nov_97.639%
Streptococcus danieliae_nov_94.670%
Duncaniella freteri_nov_94.372%

Anaerotaenia torta_nov_96.825%

Faecalicatena orotica_nov_97.506%
Muribaculaceae_[G-1] bacterium_MOT-129_nov_91.447%
Turicibacter sanguinis_nov_95.513%
Mammaliicoccus sciuri_nov_97.639%
Bacteroides pyogenes_nov_85.563%
Enterococcus faecalis_nov_91.845%
Parasutterella excrementihominis_nov_93.991%
Muribaculaceae_[G-2] bacterium_MOT-104_nov_91.739%

Streptococcus thoraltensis_nov_97.425%

Species

Muribaculum intestinale_nov_91.522%
Lachnospiraceae_[G-10] bacterium_MOT-175_nov_95.918%
Klebsiella pneumoniae_nov_92.258%

Faecalicatena orotica_nov_95.918%

Klebsiella variicola_nov_88.248%

Faecalibaculum rodentium_nov_97.425%

Streptococcus thoraltensis_nov_92.505%

Prevotella sp._HMT_317_nov_92.657%

Lactobacillus johnsonii_nov_94.206%
Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351_nov_95.946%
Prevotellamassilia timonensis_nov_90.302%
Lactobacillus_Limosilactobacillus reuteri_reuteri_clade_938
Blautia hansenii_hominis_marasmi
Escherichia_Pectobacterium_Shigella carotovorum_coli_fergusonii_
Escherichia_Shigella coli_fergusonii_flexneri_sonnei
Ligilactobacillus animalis_apodemi_murinus

Streptococcus azizii_sp._MOT-013

Streptococcus acidominimus_sp._MOT-012

Weissella cibaria_confusa

Ligilactobacillus multispecies_sppn1_3_nov_97.002%
multigenus multispecies_sppn13_2_nov_96.818%

multigenus multispecies_sppn16_3_nov_96.559%
Rhodoligotrophos multispecies_sppn2_2_nov_79.646%
Olsenella multispecies_sppn3_3_nov_95.312%
Anaerobacillus multispecies_sppn4_2_nov_88.323%
Olsenella multispecies_sppn5_2_nov_95.991%
Ligilactobacillus multispecies_sppn6_3_nov_97.849%

Ligilactobacillus multispecies_sppn7_3_nov_90.987%
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F10045.S3
F10045.54
F10045.S5
F10045.56
F10045.57
F10045.S8
F10045.59
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