SP114 Prevotella melaninogenica
SP116 Prevotella denticola

SP117 Dialister invisus

SP118 Prevotella oulorum

SP119 Bergeyella sp._HMT_907
SP12 Fusobacterium nucleatum
SP121 Tannerella sp._HMT_808
SP122 Fretibacterium sp._ HMT_359
SP124 Prevotella sp._HMT_315
SP125 Capnocytophaga haemolytlca
SP126 Schaalia sp._| 180
SP128 Peptococcus sp HMT 167

SP129 Peptostreptococcaceae_[XI][G-1] [Eubacterium]_infirmum

SP13 Streptococcus cristatus

SP130 Saccharibacteria (TM7) [G-3] bacterium_HMT_351
SP132 Tannerella sp._HMT

SP133 Lachnospiraceae_[G— 8] bactenum HMT_500
SP134 Enterobacter cloacae

SP135 Peptostreptococcaceae_[XI][G-2] bacterium_HMT_091
SP136 Porphyromonas gingivalis

SP137 Centipeda periodontii

SP138 Leptotrichia sp._HMT_212

SP139 Streptococcus salivarius

SP14 Streptococcus oralis

SP140 Streptococcus chosunense

SP141 Porphyromonas catoniae

SP142 Leptotrichia sp._HMT_225

SP143 Capnocytophaga sp._HMT_902

SP144 Selenomonas flueggei

SP145 Kingella oralis

SP146 Treponema maltophilum

SP149 Capnocytophaga sp._ HMT_338

SP15 Solobacterium moorei

SP151 Neisseria oralis

SP152 Treponema sp._HMT_231

SP153 Capnocytophaga sputigena

SP154 Treponema vincentii

SP155 Dialister micraerophilus

SP156 Neisseria sp._HMT_020

SP157 Mycoplasma salivarium

SP158 Saccharibacteria_(TM7)_[G—1] bacterium_HMT_346
SP159 Prevotella salivae

SP16 Anaeroglobus geminatus

SP160 Aggregatibacter sp._ HMT_512

SP162 Cardiobacterium valvarum

SP163 Selenomonas sp._HMT_481

SP164 Mycoplasma faucium

SP166 Prevotella marshii

SP167 Prevotella sp._HMT_314

SP169 Erysipelotrichaceae_[G-1] bacterium_HMT_905
SP17 Streptococcus sanguinis

SP170 Peptidiphaga sp._HMT_183

SP171 Peptostreptococcaceae_[XI][G-9] [Eubacterium]_brachy
SP173 Rothia dentocariosa

SP174 Streptococcus mutans

SP175 Cardiobacterium hominis

SP176 Absconditabacteria_(SR1) [G-1] bacterium_HMT_874
SP178 Ruminococcaceae_[G-1] bacterium_HMT_075
SP179 Prevotella loescheii’

SP18 Prevotella buccae

SP180 Alloprevotella sp._ HMT_473

SP181 Bacteroidetes ES =7] bacterlum HMT_911
SP182 Leptotrichia sp._HMT_4

SP183 Capnocytophaga sp. HMT_332

SP184 Capnocytophaga granulosa

SP185 Actinomyces sp._ HMT_171

SP186 Anaerolineae FG —1] bacterium HMT 439
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SP224 Haemophilus parahaemolyticus

SP226 Fusobacterium periodonticum

SP228 Selenomonas dianae

SP229 Treponema sp._HMT_237

SP23 Aggregatlbacter “aphrophilus

SP230 Abiotrophia defectiva

SP231 Prevotella sp._HMT 292

SP232 Bergeyella sp._HMT 3

SP234 Saccharibacteria TM7) [G-1] bacterium_HMT_869
SP235 Corynebacterium durum

SP236 Gracilibacteria_(GN02) [G-2] bacterium_HMT_873
SP237 Saccharibacteria_(TM7)_[G-5] bacterium_HMT_356
SP238 Rothia aeria

SP24 Capnocytophaga leadbetteri
SP240 Schaalia meyeri

SP241 Peptostreptococcaceae_[XI][G—4] bacterium_HMT_103
SP242 Pe tostreptococcaceae

SP243 Selenomonas sp._|

SP244 Streptococcus sp._ HMT 064

SP246 Oribacterium sinus

SP247 Aggregatibacter sp. HMT_898

SP248 Lachnoanaerobaculﬂm saburreum

SP25 Fusobacterium sp._HMT_3

SP250 Mogibacterium néeglectum

SP251 Peptidiphaga gingivicola

SP252 Prevotella sp._HMT_820

SP254 Streptococcus infantis_clade_431

SP255 Schaalia odontolytica

SP256 Porphyromonas sp._HMT_284

SP257 Peptostreptococcaceae_[XI][G-7] bacterium_HMT_081
SP258 Leptotrichia sp._HMT_909

SP259 Actinomyces sp._HMT_448

SP26 Leptotrichia hofstadii

SP260 Actinomyces sp._HMT_170

SP262 Actinomyces sp._HMT_175

SP264 Granulicatella elegans ™

SP265 Slackia exigua

SP266 Prevotella pleuritidis

SP27 Absconditabacteria_ (SR1) [G-1] bacterium_HMT_345
SP272 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_349
SP275 Lancefieldella parvula

SP276 Selenomonas sp.. HMT_137

SP277 Prevotella sp._HMT_472

SP278 Mogibacterium vescum

SP279 Olsenella uli

SP28 Prevotella intermedia

SP280 Streptococcus intermedius

SP282 Bacteroidetes_[G-3] bacterium_HMT_281

SP284 Rothia mucilaginosa

SP285 Leptotrichia trevisanii

SP286 Catonella sp._HMT_451

SP29 Selenomonas sputigena

SP296 Prevotella sp._HMT_475

SP298 Saccharibacteria_(TM7)_[G—1] bacterium_HMT_348
SP3 Veillonella atypica

SP30 Streptococcus gordonii

SP301 Schaalia cardiffensis

SP302 Leptotrichia sp._HMT_223

SP304 Neisseria bacilliformis”

SP31 Prevotella maculosa

SP313 Treponema lecithinolyticum

SP315 Bacteroides heparinolyticus

SP316 Peptoniphilus lacrimalis

SP317 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_872
SP318 Arachnia rubra_

SP319 Selenomonas sp._ HMT_134

SP32 Leptotrichia sp. HMT 215

G 5] [Eubacterium]_saphenum

SP58 Alloprevotella tannerae

SP59 Klebsiella aerogenes

SP6 Fusobacterium nucleatum_subsp._vincentii
SP60 Fusobacterium sp. HMT_203

SP61 Streptococcus oralis_subsp._dentisani_clade 058
SP62 Lachnoanaerobaculum orale”

SP63 Granulicatella adiacens

SP65 Ottowia sp._ HMT_894

SP66 Selenomonas sp._HMT_138

SP67 Gemella morbillorum

SP68 Corynebacterium matruchotii

SP69 Prevotella sp._ HMT_317

SP7 Fusobacterium sp._ HMT_204

SP70 Leptotrichia sp._HMT_392

SP71 Tannerella forsythia

SP72 Leptotrichia sp._HMT_219

SP73 Stenotrophomonas maltophilia

SP74 Scardovia wiggsiae

SP76 Selenomonas artemidis

SP77 Fretibacterium sp._ HMT_360

SP79 Catonella morbi

SP8 Treponema socranskii

SP80 Treponema sp._ HMT_270

SP81 Bacteroidetes_[G— 3[]'5acter|um HMT_280
SP82 Prevotella saccharolytica

SP83 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_957
SP84 Prevotella nigrescens

SP85 Leptotrichia sp._HMT_221

SP86 Bergeyella sp._HMT_900

SP87 Neisseria elongata

SP89 Campylobacter showae

SP9 Bacteroidales_[G-2] bacterium_HMT_274
SP90 Streptococcus constellatus

SP92 Lachnospiraceae_[G-3] bacterium_HMT_100
SP93 Parvimonas micra

SP94 Selenomonas noxia

SP95 Leptotrichia wadei

SP96 Porphyromonas endodontalis

SP98 Capnocytophaga ochracea

SP99 Aggregatibacter sp._ HMT_458

SPN103 Selenomonas sp._ HMT_137_nov_95.611%
SPN108 Bergeyella zoohelcum_nov_92.871%
SPN116 Prevotella sp._ HMT 305 _nov_94.477%
SPN12 Sphingomonas jeddahensis_nov_97.234%
SPN128 Ottowia sp._ HMT_894 nov_96.988%
SPN129 Veillonellaceae_[G-1] bacterium_HMT_150_nov_97.260%
SPN13 Selenomonas dianae_nov_97.533%

SPN140 Capnocytophaga sp._ HMT_863_nov_97.972%
SPN152 Streptococcus sp._HMT_064_nov_93.945%
SPN161 Prevotella sp._HMT_300_nov_97.638%
SPN217 Streptococcus sanguinis_nov_97.893%
SPN24 Selenomonas infelix_nov_"97.426%

SPN246 Absconditabacteria_ f(SRl)_[G 1] bacterium_HMT_345_nov_97
SPN274 Bacteroides zoogleoformans_nov_96.578%
SPN282 Peptidiphaga gingivicola_nov_96.571%
SPN286 Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351_nov_92.8’
SPN298 Prevotella sp._ HMT_305_nov_93.898%
SPN310 Cardiobacterium hominis_nov_88.719%
SPN322 Selenomonas sp._HMT_137_nov_97.137%
SPN34 Selenomonas flueggei_nov_97.701%
SPN341 Actmom?/ces sp._HMT_171_nov_96.929%
SPN353 Prevotella nanceiensis_nov_91.353%
SPN365 Selenomonas dianae_nov_97.909%
SPN375 Selenomonas sp._HMT_138 nov_97.524%
SPN386 Leptotrichia wadei_nov_97.996%

SPN397 Corynebacterium durum_nov_97.787%
SPN42 Selenomonas infelix nov 96.703%



