Significantly Represented Taxa

! ! ! !
F_| I:Enterobacéeriaceae

O Enterobacterales

: G_| KlebS|eIIa |
C_Garhmaproteobacterla

: S_aéerogenes

: P_ Proteé)bacteria

F Streptococcaceae

: G Streptococcus
O_Lactobacnlales

. éC_BaciIIl

P_Firmicutes

S_mitis

S_oralis

S_michfganensis

S moorei |

O Ery5|pelotr|chales

: C_Ery5|pgelotr|ch|a
F_I'Erysipelotr:ichaceae

: G_Solobacterium
S_oraIisf_subsp_tigurinus_c:]ade_070
G_Absconditabacteria_ SR1_ G 1_
C_Absiconditabaicteria_SRél_C_l
P_Abscorfditabactel:'ia_SRl
O_Absiconditabaicteria_SRél_O_l
F_Abs:conditabafcteria SR.l F 1
S_| bacterlum HMT 345

S crlstatus

S_showae

S cthJsunense

G mult|genus

S mult|speC|es spp2_2

S_cloacae

G_| Entérobacter

G_| Phocaelcola

S_a,‘oscessus

O_Bactieroidales

F_Bacter:oidaceae

C_Bacteroidia

P_| Bacter0|dota

S_| bacterlum HMT 345 | nov 97 934
: S ! sallvarlus

S Eubactenum ]nﬂrmum

G Peptostreptococcaceae XI_G 1
C_ Bactermdetes C1l
F_Eactermdet.es_F_l
O_B%acteroideties_o_l

S_ b'acterium 'HMT 280

G_| Bacter0|detes G _3_

S anglnosus

G Peptostreptococcus

: S_;stomans
S_mljltispecies:spplo 2

S hepar|nolyt|cus

G_| Bacter0|des

F Bacter0|daceae

S_| b}acterlum HMT 955

G_ Saccharlbacterla TM7 _ G.8_
G_S?ccharibacteria TM7 G 4

S_| bacterlum HMT 355

: S -vincentii

G Peptostreptoccccaceae XI G 2_
S_| bacterlum HMT 091
G_Pepté)streptocdccaceae_:XI_G_7
: ©'S_morbi
S_buccae

$_marsh||
S%_Eubacteé’ium_yuri:i_subsps_éyurii_maéfgaretiae
‘ : : : S_oralis
S_Iiacrimalis

G_Peptoniphilus

n
o
)
0
[}
o
S
c

IB

R
=
—
w
o

©

G Peptostreptococcaceae XI _ G 4_
S_sp_| HMT 907

G_Lacr‘»:nospirace:ae_G_S

n wn
oo
[T )
a a
-~
o o
3. 3
c c
I3 I3
A
< =
|
o u
= O
(=)

o
@
o
(e}
(=g
o
=
=4
o
o)
-t
o]
(%]
@
~

G_ Catonella
S mlcraerophnus

G_Rumirﬁococcaceae_G_Z

n
o
D
[a]
a
o
S
c
|3
pu
=
—
o
©
v}

'S_sp_HMT 305_nov_93_898
‘S_sp__HMT_305_nov_94_477
G_Séaccha ri bac:te ria_TM:7_G_3

wn
o
D
a
—
]
3.
c

IE

Lr-
=
_|
=
o
W

G_Lachnospiraceae_ G_7_

wn
o
o
a
9
)]
3.
c
3
-
=
_|
w
vl
=

1 | | | | 1 1 | | 1 | 1 | | | | | | | | | | | | | | 1 1 | | 1 | | | | | | | | | 1 | | | | | 1 | | | 1 | | |
' | 3 ' -8 _ o |

S_sp HMT_137
S_elegans

S_sp_ HMT 171
S_sp__HMT_134

S catonlae_nov_97:_719
S_sp__HMT_916
S |nfant|s clade 431
S dlanae
S mucnaginosa :
S sangumls nov_ 97 893
S_oralis
S_sp HMT_284
S_vescum :
F Corlobacteriacea:e
G_Slackia ;
S_exigua
S_sp__ HMT 909
| S serpent|form|s
S sp HMT_919
S_denticola
S_trevisanii
F Lachnosplraceaé
S veroralls
S_| bacterlum HMT 347
§ S_ bacterlum HMT_ 957
S bacter)um HMT _ 872
S_sp_| HMT 137_] nov 95_ 611
F Eggerthellaceae
o Eggeri;hellales
S curtum
G Cryptobacterlum
S_sp__HMT_894_nov_96_ 988
S sp_ HMT 270
S artemyths
S odontd:lytica :
S ﬂuegg@ei_nov_97i701
| S sallvarlum :
S gmglvalls
S consteéllatus
F Comarﬁonadaceée
G Ottow%a ;
S multlspeaes spp16 2
S denltrlflcans
B meyen :
G Saccharlbacterla ™7 G_2_
S_bacterium_HMT_350 :
S sp HI\EIIT_301 :
S sp_| HMT 475
S _wadeij_.| :nov_| 97 996
S_| bactenum HMT_: 150 nov_ 97 260
S | homlms nov_96. 737
S sp_ HMT 175
G Pseudoleptotr|ch|a
S goodféllowu
S | bactenum HMT _¢ 871
| S haemolytlca
S sinus
S_| Eubaciterium s:aphenumE
G Peptostreptococraceae XI G 5_
S granulosa
S gmgivi‘cola nov :96_571
S saccharolytlca
S nancelen5|s nov 91 353
S sp_| HMT 170
S_sp_| HMT 020
S _sp_| HMT 171 n0v 96_ 929
G Peptoanaerobac;er
F Peptosftreptococéaceae
S__Eubacterium_yurii
S sp_| HI\:/IT 247
S IeC|th|nont|cum
S_sp__HMT_137_nov_97_ 137
S |gnava
G_Johnsonella
| F Mycoplasmataceae
G Mycoplasma :
o Mycoplasmatales
S tlmldum
C_Mollicutes
S_sp_HMT_359
S_faucium
S _sp__| HMT 864
S sp_HMT_219
S_sp__ HI\:/IT 336
S sp__ HMT 451
O_ Graallbacterla GN02 O 1
G GraciIiEbacteria_EGNOZ_G_l_
F_Gracilibacteria GNOZ F:l_
C_ Gracmbacterla GN02 _C 1_
S mlcans
S pleurltidls
S parvula
S multlspeaes spp17 2
S_sp__ HMT 315
G Rumlr’r_ococcaceée_G_l_
S_| bacteruum HMT_ 075
S sallvae
(0] Proplonlbacterlales
G Proplo:nlbacterlu:nf\
S_acidifaciens
F Proplombacterlaceae
P Gramhbactena_,GNOZ_
S_ baC|II|form|s
S sp_ HMT 863 n0v 97_ 972
G Anaere_)globus :
S gemin%atus
S_sp_ HMT 225
| S_sp__ HMT 808
S parahaemolytlcu.s
S bacteréum_HMT_E869
S_bacterium_HMT 874
S | bactenum HMT_: 349
S vaIvarum
S sp_HMT_338
S_rimae
S_sp__HMT 900
S corrodiens
G_Eikenélla
S_sp_ HMT 041
C Deltapiroteobactieria
F Desulfbbulbacea:e
G_| Desulflobulbus .
S sp_| HMT 448
O_| Desulfobacterales
S flavescens
S conosus
§ S_sp__| HMT 458
S oralis
S sp_HI\E/IT_807
S macul(:bsa
G_Peptococcus
S_sp_HMT 167
F Peptoc:occaceaef
B saburreum .
S_rubra
S sp_HI\E/IT_237
S_sp_HMT_322
S_sp_ HMT 231
O_Eubac:teriales
S_endodbntalis
S_sp_HI\EIIT_473
S_haemdlysans
S_subfla\;'a
S_bacterium_HMT_élOO
G_Lachnc:)spiraceaé_G_3_
S  Sp__| HMT 169 :
S_ochracea
S sp_HI\E/IT_314
S_atypicé
S_aeria
S_oquruEm :
G_Mogibéacterium
§ S_sp__| HMT 056 :
S_sp__ HMT 332
S_| bactenum HMT 155
G Olsenella
S | homlnrs nov_88_ 719
G Megasphaera :
S_ mlcronUC|form|s
S_sp_| HMT 498
S_sp_HMT_078
S_naesluindii
S_periodibnticum
G_Schaalia
1 G Velllonellaceae G 1
S_bacterpum_HMT_;348
S_sp_HI\E/IT_204 .
s_gracilis
S_mutanis
S_morbiliorum
S durum:
S defectlva :
F_Aerocqccaceae
G_Abiotré:)phia .
S sp_ HMT 221
S_sp__ HMT_286
S Iongum
G Stomatobaculum
S_sp__ HMT 360
G_Klngelja
S_sp_HI\i/IT_203
G_Lancet:‘ieldella
S_intermedius
S multlspeaes spp18 2
S_bacter!um_HMT_;356
F_Sacchailribacteriaé_TM7_F;_2_
G_Saccharibacterid_ TM7__ G 5_
G_Oribacéterium . :
S_bacterium_HMT 346
S_sp_ HMT 215
S fast|d|osum
G_| Dlallster
S | nucleatum subsp vmcentu
S Eubacterlum brachy
G Peptostreptococcaceae XI - G 9
S sp_| HMT 110
S_homm[s
S_sp_HI\EIIT_212
S_sputigéna
S_gingiviicola
S_sanguiénis
S_invisus
S_sp_HMT_317
S sp_ HMT 417
S_wadeié
G_Gemefla
O_Bacillailes
F_Gemeliaceae
S_hofstadlii
| S_sp__ HMT 223
S_noxia
S_hongkémgensis
G_Lachnbanaerobéculum
S_sp_HI\E/IT_392 .
P_Spiroc%maetes
G Trepohema
| C Splrochaetla
F_Trepor]emataceaie
O_Spiroc:haetales
F_Atopob:iaceae :
S sputigéna
S_ hlstlcola
O_ Corlobacterlales
S_Ieadbe_tterl
S_matruchotii
S_denticti)la
S_dentoc:ariosa
C_Coriob:acteriia
S propio:nica
S g|ng|vaI|s
F_! Saccharlbacterla . TM7 F;_l_
S pasterl :
S_loescheii
O_Syner(_f;istales :
F_Synerc_:jistaceae
C Synerglstla :
P_Synerglstetes
G_Fretibiélcterium
G_Cardioibacterium:
O_Cardiobacteriales
F_Cardio:bacteriaceiae
S tanner'ae :
E paramfluenzae
S elongata
F Proplonlbacterlaceae
G Arachma
(0] Proplonlbacterlaies
S catonlae :
O_Actmo,mycetales:
F_Actinoénycetacea;e
G_Actino}nyces :
S_buccaﬁs
F_Microcfoccaceae
O_| Microéoccales
G Rothla
G Tannerella
F Corynebacterlaceae
G Corynebacterlum
(0] Corynebacterlales
G Haemophllus :
G Saccharlbacterla __T™M7 G 1
| F Velllonellaceae
O_Velllonellales
S_micra
G_AIIopr:evoteIIa _ _
C_Saccharibacteria_ TM7__ ¢€_1_
P_Sacchz%ribacteriaé_TM7_
O_Sacchfaribacteriai_TM7_(:)_1_
S_wiggsiiae :
F_Bifidol:facteriaceée
G_Scardévia :
O_Bifidolé)acteriales:
S_melaninogenica
S _oris :
F Lachnosplraceae XIV_
F Peptonlphllaceae
S aphrophllus
G_| Parwmonas
G Aggregatlbacter
S_ mucosa
O Selenomonadales
F_Seleno:monadaceae
G_Selen(émonas .
S_sicca
G_Porphyromonas
F_Burkhcélderiaceaeiz
G_Lautrofpia :
S_| mirabiiis
O_ Clostr|d|ales
O_| Burkholderlales
O_| PasteUreIIaIes :
F_| Pasteurellaceae
| C Negathlcutes :
F_Porphy,romonadeiceae
C_Actinofmycetia :
S sp_ HMT_183
G Capnocytophagz-;
S_ nucleatum
S multlspeaes spp14 2
C Flavobacterua :
F_Flavobacterlaceée
O_Flavobiacterialesi
G_Peptidiphaga :
S_nigreseens
O_Negativicutes :
F VeiIIonéIIaceae
G Velllonella :
F Actmomycetaceae
O_Actinomycetales
G_Fusob%clcterium
F_Fusobacteriaceae
O_Fusobiacteriales
C_Fusobz;\cteria
G_Neisseiria
G_Leptotrichia
C_Fusobécteriia
O_| Fusobécterialesf
F Leptotrlchlaceae
O Nelssenales
F_Ne|sse,r|aceae
C Actino.bacteria
C Clostrldla
C Betaproteobacterla
G_| Prevotella
P Actmobacteria
| P_ Fusobacterla
F_Prevotellaceae
C_Bacterioidia
O_Bacteléoidales
; P_Bacteroidetes
| | | |
-6.0 48 -3.6 -24 -1.2 0.0 12 24 3.6 4.8
LDA SCORE (log 10)



