Significantly Represented Taxa

S_maltophilia
G_Stenotrophomonas
O_Xanthomonadales
F_Xanthomonadaceae
G_Neisseria
O_Sphingomonadales
C_Alphaproteobacteria
F_Sphingomonadaceae
G_Sphingomonas
O_Neisseriales
F_Neisseriaceae
C_Betaproteobacteria
S_salivarius
S_moorei
G_Solobacterium
C_Erysipelotrichia
F_Erysipelotrichaceae
O_Erysipelotrichales
S_oligophenolica
_jeddahensis_nov_97_234
ptostreptococcaceae_ XI_
S sp_ HMT_020
O_Campylobacterales
C_Epsilonproteobacteria
F_Campylobacteraceae
G_Campylobacter
S_showae
S_flavescens
S_intermedia
charibacteria_ TM7__ F_1_
ubsp__tigurinus_clade_070
O_Pasteurellales
F_Pasteurellaceae
S_segnis
5__Eubacterium__infirmum
reptococcaceae_ XI__G_1_
haribacteria_ TM7__ G_4_
S_bacterium_HMT_355
G_Aggregatibacter
S_stomatis
G_Peptostreptococcus
F_Bacteroidales_ F 2_
G_Bacteroidales_ G_2_
S_bacterium_HMT_274
S sp_ HMT_820
ogleoformans_nov_96_578
F_Bacteroidaceae
G_Bacteroides
F_Bacteroidetes_ F_1_
O_Bacteroidetes_ O_1_
C_Bacteroidetes_ C_1_
G_Bacteroidetes_ G_3_
S_bacterium_HMT_280
haribacteria_ TM7___ G_3_
um_HMT_351_nov_92_871
S_rectus
F_Gemellaceae
G_Gemella
O_Bacillales
S_morbillorum
S_forsythia
S_buccae
S_bacterium_HMT_369
reptococcaceae_ XI_G_4_
S_socranskii
P_Gracilibacteria_ GN02_
reptococcaceae_ XI__G_2_
S_bacterium_HMT_091
C_Gammaproteobacteria
O_Enterobacterales
F_Enterobacteriaceae
P_Proteobacteria
G_Klebsiella
S_aerogenes
F_Streptococcaceae
G_Streptococcus
O_Lactobacillales
C_Bacilli
S_michiganensis
S _elongata
S_cristatus
ditabacteria_ SR1__ C_1_
Absconditabacteria_ SR1_
ditabacteria_ SR1___ G_1_
nditabacteria_ SR1__F 1_
ditabacteria_ SR1___O_1_
S sp_ HMT_064
S_bacterium_HMT_345
G_Bergeyella
S_zoohelcum_nov_92_871
S_multispecies_spp2_2
G_multigenus
G_Enterobacter
S _cloacae
F_Bacteroidaceae
C_Bacteroidia
G_Phocaeicola
O_Bacteroidales
S_abscessus
P_Bacteroidota
S_dianae_nov_97_909
G_Catonella
S_morbi
G_Ottowia
F_Comamonadaceae
sp__HMT_894_nov_96_988
S_vincentii
S_anginosus
um_HMT_345_nov_97_934
sp_ HMT_305_nov_94 477
sp_ HMT_138 _nov_97_524
S_maltophilum
S_multispecies_sppl10_2
S_bacterium_HMT_103
S_infelix_nov_96_703
S_sp__ HMT_907
S_sp__ HMT_370
S_heparinolyticus
G_Peptoniphilus
S_lacrimalis
F_Anaerolineaceae
G_Anaerolineae_ G_1_
P_Chloroflexi
C_Anaerolineae
O_Anaerolineales
S_bacterium_HMT 439
;_Ruminococcaceae_ G_2_
S_bacterium_HMT_085
S_sp_ HMT_512
G_Bacteroidetes_ G_7_
S_bacterium_HMT_911
sp__HMT_300_nov_97_638
G_Lachnospiraceae_ G_7_
S_bacterium_HMT_163
S_timonensis
reptococcaceae_ XI_G_7_
S_gordonii_nov_96_303
haribacteria_ TM7__ G_8_
S_bacterium_HMT 955
S_marshii
S_micraerophilus
sp_ HMT_305_nov_93_898
ubsps__yurii__margaretiae
S_bacterium_HMT_351
S_bacterium_HMT _500
G_Lachnospiraceae_ G 8_
S_alocis
G_Filifactor
S_oralis
P_Bacteroidetes
C_Bacteroidia
O_Bacteroidales
F_Prevotellaceae
G_Prevotella
S_multispecies_spp14_2
O_Negativicutes
F_Veillonellaceae
G_Veillonella
C_Clostridia
O_Fusobacteriales
F_Leptotrichiaceae
C_Fusobacteriia
G_Leptotrichia
S_mitis
S _oralis
S_oris
C_Negativicutes
“haribacteria_ TM7__ C_1_
P_Saccharibacteria_ TM7_
haribacteria_ TM7__ O_1_
S_denticola
S_tannerae
G_Alloprevotella
C_Actinomycetia
haribacteria_ TM7__ G_1_
F_Selenomonadaceae
G_Selenomonas
O_Selenomonadales
F_Veillonellaceae
O_Veillonellales
S_sp__ HMT_300
S_hongkongensis
S_wadei
S_sp_ HMT_317
S_invisus
F_Actinomycetaceae
O_Actinomycetales
G_Actinomyces
G_Dialister
G_Lancefieldella
F_Atopobiaceae
S_bacterium_HMT_346
O_Coriobacteriales
C_Coriobacteriia
S_chosunense
S_rimae
haribacteria_ TM7__ G_5_
charibacteria_ TM7___F_2_
S_bacterium_HMT_356
S_sanguinis_nov_97_893
S_concisus
G_Corynebacterium
F_Corynebacteriaceae
O_Corynebacteriales
S_bacterium_HMT_869
G_Kingella
S _oralis
S_sp_ HMT_212
S_leadbetteri
S _oulorum
S sp_ HMT_169
S_matruchotii
S_noxia_nov_97_615
S_adiacens
S_sputigena
F_Carnobacteriaceae
G_Granulicatella
G_Anaeroglobus
S_granulosa
S_geminatus
S_flueggei
S_sp_ HMT_292
S_intermedius
S sp_ HMT 314
S_naeslundii
S_sp_ HMT_286
S sp__ HMT_458
G_Stomatobaculum
S_longum
sp_ HMT_137_nov_97_137
S_durum_nov_97_787
S_maculosa
S_sp_ HMT_171
S_sp_ HMT_ 137
S sp_ HMT 175
S_bacterium_HMT_957
S_veroralis
S_serpentiformis
S_sp_HMT_134
S_salivae
haribacteria_ TM7__ G_2_
S_bacterium_HMT_350
S _sp_ HMT 275
P_Fusobacteria
P_Actinobacteria
C_Actinobacteria
G_Fusobacterium
F_Fusobacteriaceae
O_Fusobacteriales
C_Fusobacteria
O_Flavobacteriales
F_Flavobacteriaceae
C_Flavobacteriia
O_Actinomycetales
F_Actinomycetaceae
S_nucleatum
S_nigrescens
G_Peptidiphaga
O_Clostridiales
G_Capnocytophaga
S_sp_ HMT_183
F_Porphyromonadaceae
G_Lautropia
F_Burkholderiaceae
S_mirabilis
O_Burkholderiales
S_sicca
G_Porphyromonas
S_mucosa
F_Lachnospiraceae_ XIV_
Ibsp__dentisani_clade_058
F_Peptoniphilaceae
G_Parvimonas
S_aphrophilus
S_parvula
S_melaninogenica
F_Bifidobacteriaceae
S_wiggsiae
O_Bifidobacteriales
G_Scardovia
F_Treponemataceae
C_Spirochaetia
G_Treponema
P_Spirochaetes
O_Spirochaetales
S_catoniae
G_Haemophilus
S_micra
S_buccalis
F_Micrococcaceae
O_Micrococcales
G_Rothia
G_Tannerella
F_Propionibacteriaceae
O_Propionibacteriales
G_Arachnia
S_parainfluenzae
G_Fretibacterium
O_Synergistales
C_Synergistia
P_Synergistetes
F_Synergistaceae
G_Cardiobacterium
F_Cardiobacteriaceae
O_Cardiobacteriales
S_pasteri
S_loescheii
S_gingivalis
S_propionica
S_dentocariosa
S_histicola
G_Lachnoanaerobaculum
S_sp_ HMT_223
S_sp_ HMT_392
S_noxia
S sp_ HMT 417
S_hofstadii
S sp_HMT 110
S_gordonii
G_Oribacterium
O_Eubacteriales
ucleatum_subsp__vincentii
S_sanguinis
S_sputigena
S_gingivicola
S_hominis
S_sp_ HMT_215
reptococcaceae_ XI_G_9_
S__Eubacterium__brachy
S_fastidiosum
S_sp__ HMT_360
G_Schaalia
S_sp_ HMT_078
S_multispecies_spp18_2
S_sp_ HMT_221
S_sp__ HMT_203
S_periodonticum
S sp__ HMT_315
S_sp_ HMT_284
S_durum
S_defectiva
G_Abiotrophia
F_Aerococcaceae
S_bacterium_HMT 348
S_sp_ HMT_ 475
S_sp_ HMT_056
S_mutans
G_Veillonellaceae_ G_1_
S_gracilis
S_sp__ HMT_204
S_bacterium_HMT_349
S_micronuciformis
G_Megasphaera
S_valvarum
G_Olsenella
S_sp_ HMT_481
F_Ruminococcaceae
S _sp_ HMT_332
G_Mogibacterium
S_saccharolytica
S_corrodens
G_Eikenella
S _ochracea
S sp_ HMT 473
S_sp__ HMT_498
S_bacterium_HMT_155
S_atypica
G_Lachnospiraceae_ G_3_
S_sp_ HMT_301
S_bacterium_HMT_100
S_hominis_nov_88_719
F_Lachnospiraceae
S_subflava
S_bacterium_HMT_281
S_sp__HMT_448
S_sp_ HMT_231
G_Peptoanaerobacter
S__Eubacterium_yurii
F_Peptostreptococcaceae
S_aeria
S_salivarium
S_rubra
S sp_ HMT 322
cilibacteria_ GN02__ G_1_
cilibacteria_ GN02__ O_1_
S_sp_ HMT_237
cilibacteria_ GN02__ C_1_
G_Desulfobulbus
cilibacteria_ GNO2__ F_1_
C_Deltaproteobacteria
O_Desulfobacterales
S_sp_ HMT_167
F_Peptococcaceae
F_Desulfobulbaceae
G_Peptococcus
S sp__ HMT_138
S_sp__ HMT_041
S_saburreum
S_sp__HMT_807
S_sp_ HMT_225
S_infelix_nov_97_426
S parvula
S_bacterium_HMT_874
S_sp__HMT_900
S_sp__HMT_808
S_sp__ HMT_898
F_Propionibacteriaceae
S_acidifaciens
O_Propionibacteriales
S_sp_ HMT_359
G_Propionibacterium
S_endodontalis
S_curtum
;_Ruminococcaceae_ G_1_
S_bacterium_HMT 075
O_Eggerthellales
G_Cryptobacterium
F_Eggerthellaceae
S_multispecies_sppl7_2
G_Centipeda
S_lecithinolyticum
S_haemolysans
S_sp_ HMT_219
S_parahaemolyticus
S_periodontii
C_Mollicutes
F_Mycoplasmataceae
G_Mycoplasma
O_Mycoplasmatales
5_nanceiensis_nov_91_353
S_sp__ HMT_270
sp_ HMT_171_nov_96_929
S_bacterium_HMT_871
S_sp_ HMT_864
S_sp_ HMT_336
S_sp_ HMT_247
_Eubacterium__saphenum
reptococcaceae_ XI__G_5_
S_sp_ HMT_170
S_denticola
S_constellatus
sp_ HMT_137_nov_95_611
S_gingivalis
S_gingivicola_nov_96_571
S_ignava
G_Johnsonella
S_pleuritidis
S_meyeri
S_micans
S_sp_ HMT_919
S_haemolytica
S_sinus
S_umeaense
S_sp_ HMT_451
G_Slackia
F_Coriobacteriaceae
S_exigua
S_bacterium_HMT_872
S_odontolytica
C_Erysipelotrichi
Erysipelotrichaceae_ G_1_
O_Erysipelotrichales
F_Erysipelotrichaceae
S_bacterium_HMT_905
sp__ HMT_863_nov_97_972
S_hominis_nov_96_737
S_denitrificans
S_artemidis
S_timidum
G_Pseudoleptotrichia
S_goodfellowii
S_multispecies_spp16_2
S_sp_ HMT_180
S orale
S_sp_ HMT_472
S_flueggei_nov_97_701
S_sp_ HMT_338
S_dianae
S_sp__HMT_909
S_bacilliformis
S_multispecies_spp9_2
um_HMT_150_nov_97_260
S_sp_ HMT_916
S_vescum
S_wadei_nov_97_996
S_sp__ HMT_902
S_bacterium_HMT_347
S_gingivalis_nov_91_051
S_uli
S_dianae_nov_97_533
S_faucium
S_trevisanii
S _oralis
S_neglectum
S_elegans
S_infantis_clade_431
S_mucilaginosa
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