_Firmicg%%ggC_Negativicutes.O_SelenomonadaIes.F_Selenomonadaceae.G_Selenomonas.S_sp_HMT_1E

0.0008

0.0007

0.0006

0.0005

0.0004

0.0003

Relative abundance

0.0002

0.0001

0.0000



