Relative abundance

K_Bacteria.P_Actinobacteria.C_Coriobacteriia.O_Coriobacteriales

|class: SAA_KO_BL-_I[cIass: SAA_KO class: SAA_KO_-Nq class: WT_HFI class: WT_Normal |

0.025

0.020

0.015

0.010

0.005

0.000




