micutes.C_Clostridia.O Eubacterlales F Lachnosplraceae G Lachnosplraceae G 11 .S bacterium_ MO
class: SAA_KO_ BL, _fclass: SAA_KQ class: SAA_KO_N{class: WT_HF[ class: WT_Normal

o

o

=

(9]
|

0.010 -l

Relative abundance

0.005 | -oveeeeee

0.000 . .



