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Adlercreutzia caecimuris

Bacteroides acidifaciens

Bacteroides uniformis_nov_95.594%

Blautia faecicola_nov_89.709%

Clostridium collagenovorans_nov_80.952%

Duncaniella freteri

Erysipelatoclostridium Clostridium cocleatum

Eubacterium ventriosum_nov_92.843%

Eubacterium xylanophilum_nov_91.149%

Faecalibaculum rodentium_nov_96.571%

Lachnoclostridium Clostridium aminophilum_nov_89.961%

Lachnospiraceae_G−1 bacterium_MOT−166_nov_95.661%

Lachnospiraceae_G−6 bacterium_MOT−171_nov_95.050%

Lacrimispora xylanolytica_nov_91.992%

Lactobacillus gasseri

Lactobacillus johnsonii

Lactococcus cremoris

Ligilactobacillus murinus

Limosilactobacillus reuteri

Mailhella massiliensis_nov_90.377%

Muribaculaceae_G−1 bacterium_MOT−129_nov_86.590%

Muribaculaceae_G−1 bacterium_MOT−129_nov_89.768%

Other: < 2%

Phocaeicola sartorii

Prevotella multispecies_sppn4_2_nov_89.792%

Prevotella shahii_nov_87.054%

Roseburia hominis_nov_92.471%

Top 26 species bar plot


