Relative abundance

K Bacteria.P_ F|rm|cutes C Clostridia.O_ Eubacterlales F OSC|IIosp|raceae G_Caproicibacter
o.{class: SAA_KO_BL _fclass: SAA_KQ class: SAA_KO_N{class: WT_HF[ class: WT_Normal

00141 ... R
N T T B e I I
oolol- BT - ] N T I T
I B O BN § e O N I
0.006 | - NN ......... X . O L R T
0.004 | F BN ... X . N B O O O I

0.002 |- ! B N B O O O I

0.000



