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class: SAA_KO_BL_HFDclass: SAA_KO_HFDclass: SAA_KO_Normalclass: WT_HFDclass: WT_Normal

K_Bacteria.P_Firmicutes.C_Bacilli.O_Lactobacillales.F_Lactobacillaceae.G_Limosilactobacillus


