Relative abundance

K Bacteria.P_ F|rm|cutes C Ery5|pelotr|ch|a 0] Ery5|pelotr|chales F Turicibacteraceae
0.0{ Class: SAA_KO_BL Hclass SAA_KO[class: SAA_KO No[class: WT_Hi class: WT_Normal

0.020 -

0.015 oo

0.010 -

0.005 | vveeeeeeeeeee

0.000 | | | |




