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Species

Actinidia eriantha

Akkermansia muciniphila

Anaeroplasma abactoclasticum_nov_87.352%

Erysipelatoclostridium Clostridium cocleatum

Faecalibaculum rodentium

Faecalibaculum rodentium_nov_96.571%

Faecalicatena fissicatena_nov_93.580%

Ihubacter massiliensis_nov_94.767%

Kocuria indica

Lachnospiraceae_G−6 bacterium_MOT−171_nov_93.307%

Lactobacillus gasseri

Lactobacillus johnsonii

Ligilactobacillus murinus

Limosilactobacillus reuteri

Mailhella massiliensis_nov_90.377%

Muribaculaceae_G−1 bacterium_MOT−129_nov_86.590%

Muribaculaceae_G−1 bacterium_MOT−129_nov_89.768%

Neisseria shayeganii

Other: < 4%

Prevotella shahii_nov_87.242%

Romboutsia ilealis

Sphingomonas deserti

Top 21 species bar plot


