Relative Abundance

Top 28 families bar plot Family

DO Group A D7 Group A

. Absconditabacteria_(SR1) F-1

Actinomycetaceae
1.00-
Atopobiaceae
Bacteroidales_F-2
Bifidobacteriaceae
Campylobacteraceae

Carnobacteriaceae

Erysipelotrichaceae
0.75-

Flavobacteriaceae

Fusobacteriaceae

Gemellaceae

Lachnospiraceae

025| I I

Lachnospiraceae_XIV
Leptotrichiaceae
Micrococcaceae
Moraxellaceae

Neisseriaceae

Pasteurellaceae
Peptococcaceae

Peptoniphilaceae

Peptostreptococcaceae_XI

Porphyromonadaceae

Prevotellaceae

Ruminococcaceae

Saccharibacteria_(TM7)_F-1

Selenomonadaceae

0.00-
Stre ptococcaceae
T T T T TTTTTT T T T T T T T T T T T TTTTTT T T T T T T T .Treponemataceae
e el e e el e e e el el el el el ol e o e el ol = e e i e e e el el ol el =l ol e o
W oW W W W W wWwWwWwwowowowowww w W oW W W W W W W W W wWwwWwwwwwwow Veill I
O 0O OO O 0O 0000 OO oo o o o O O OO O 0O O 0O OO0 0o oo o oo ellionellaceae
MO ONRONRONRNRNNNONNMNNMNNDNNONRORORORNR MM NONRONRNRNRNNNMNNMNNOMNNOMRNONRONRORNRNNR
NN N ANANANANANNNSNSNSNSNANANANA NN N NANANANNNSNSNSNSNANANANANA
N unumwmmmwomwwmwwmwwmwwuwumwnmwmwnuomwo,m N uonuwmwwmwmwmwmwwmwuwummwnmmwomwmnuomwo,m
O OO0 OO0 OO0 OO0 0O Rk R R R P P O 0O 0O 0O 0O 0O 00 OO0 R PR P R RB P B
P P P, ®®EBSREBEXNJIO0OO0OORERERNDN X P WO 00D OO0 OO O NDNWWM N
W o NOONGONOROO OO © W o R RO N®O®MO WA OAONNS®ENORENR DS
Sample



