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Carnobacteriaceae_G−1 bacterium_MOT−198

Corynebacterium mastitidis

Defluviitalea saccharophila_nov_82.903%

Erysipelotrichaceae_G−1 bacterium_MOT−189

Helicobacter typhlonius

Lachnospiraceae_G−14 bacterium_MOT−185_nov_96.335%

Lachnospiraceae_G−8 bacterium_MOT−173_nov_88.988%

Lactobacillus johnsonii

Ligilactobacillus murinus

Limosilactobacillus reuteri

Mucispirillum schaedleri_nov_96.136%

Muribacter muris

Muribacter sp._MOT−142

Muribacter sp._MOT−143

Muribaculaceae_G−2 bacterium_MOT−104_nov_92.993%

Other: < 0.899999999999997%

Rodentibacter heylii

Rodentibacter pneumotropicus

Streptococcus acidominimus

Streptococcus danieliae

Streptococcus sp._MOT−012

Top 20 species bar plot


