anobacteria.C_Gloeobacteria.O_Gloeobacterales.F_Gloeobacteraceae.G_Gloeobacter.S_multispecies _sp
00010F (class: WT_D10_FECAL]|

0.0008 |-

0.0006 |-

0.0004 |-

Relative abundance

0.0002 |-

0.0000



