T T T T
0O 20 40 60 80 100
Value

KO.D10.ORAL.A

KO.D10.ORAL.B

KO.D10.ORAL.C

KO.D10.ORAL.D

0.D10.0ORAL.E
D10.ORAL.A

T

S%m;%es

WT.D10.ORAL.B

WT.D10.ORAL.C

WT.D10.ORAL.D

WT.D10.ORAL.E

Group

@D KO D10 ORAL
@D \WT D10 ORAL

Faecalibaculum
Eubacteriales_[G-2]
Ligilactobacillus
Limosilactobacillus
lleibacterium
Rodentibacter
Adlercreutzia
Porphyromonas
Parabacteroides

Blautia
Carnobacteriaceae_[G-1]
Bifidobacterium
Phocaeicola
Corynebacterium
Erysipelotrichaceae_[G-1]
Enterococcus
Lactobacillus
Lachnospiraceae_[G-3]
Erysipelatoclostridium
Ruminococcus
Escherichia
Streptococcus
Akkermansia
Lachnospiraceae_[G-14]
Alistipes
Mollicutes_[G-2]
Weeksellaceae_[G_1]
Muribacter
Muribaculaceae_[G-1]
Mailhella
Muribaculaceae_[G-2]
Gluceribacter
Parasutterella
Bacteroidetes_[G-3]
lhubacter
Lachnospiraceae_[G-4]
Bacteroides
Duncaniella

Olsenella

Faecalicatena
Mucispirillum
Longibaculum
Clostridium
Eubacterium
Mordavella
Lacrimispora

Prevotella
Mediterraneibacter
Escherichia_Shigella

Staphylococcus

Genus



