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Gloeobacter multispecies_sppn7_2_nov_83.225%
Staphylococcus saprophyticus_xylosus
Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.252%
Mediterraneibacter [Ruminococcus] gnavus_nov_94.983%
Parabacteroides merdae_nov_95.530%
Defluviitalea saccharophila_nov_82.903%
Desulfovibrio desulfuricans_nov_92.438%
Anaerotaenia torta_nov_88.866%
Lachnospiraceae_[G−10] bacterium_MOT−175_nov_89.153%
Lacrimispora celerecrescens_nov_93.664%
Lachnospiraceae_[G−11] bacterium_MOT−177_nov_96.783%
Lachnospiraceae_[G−11] bacterium_MOT−177_nov_94.726%
Lachnospiraceae_[G−11] bacterium_MOT−178_nov_93.568%
Acutalibacter muris_nov_97.598%
Alistipes senegalensis_nov_95.658%
Eubacterium xylanophilum_nov_91.287%
Mordavella massiliensis_nov_92.730%
Oscillospiraceae_[G−2] bacterium_MOT−149_nov_93.132%
Lachnospiraceae_[G−10] bacterium_MOT−175_nov_89.933%
Oscillospiraceae_[G−3] bacterium_MOT−150_nov_90.391%
Lachnospiraceae_[G−10] bacterium_MOT−175_nov_89.145%
Hungatella xylanolytica_nov_94.045%
Eubacterium oxidoreducens_nov_92.539%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.048%
Turicibacter sanguinis_nov_97.503%
Faecalicatena contorta_nov_92.181%
Roseburia intestinalis_nov_88.569%
Faecalimonas umbilicata_nov_92.686%
Lachnospiraceae_[G−12] bacterium_MOT−180_nov_96.794%
Mucispirillum schaedleri_nov_96.136%
Lachnospiraceae_[G−3] bacterium_MOT−168_nov_96.845%
Lachnospiraceae_[G−6] bacterium_MOT−171_nov_93.621%
Lachnospiraceae_[G−8] bacterium_MOT−173_nov_88.988%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_91.082%
Oscillibacter valericigenes_nov_94.219%
Oscillibacter valericigenes_nov_95.386%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_91.126%
Mediterraneibacter [Ruminococcus] gnavus_nov_94.433%
Lachnospiraceae_[G−12] bacterium_MOT−180_nov_95.782%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_93.694%
Lachnospiraceae_[G−10] bacterium_MOT−175_nov_91.446%
Eubacterium xylanophilum_nov_92.240%
Duncaniella freteri_nov_91.008%
Lachnospiraceae_[G−14] bacterium_MOT−185_nov_96.335%
Oscillospiraceae_[G−6] bacterium_MOT−153_nov_92.971%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_90.136%
Duncaniella freteri_nov_91.090%
Lachnospiraceae_[G−4] bacterium_MOT−169_nov_94.441%
Lachnospiraceae_[G−14] bacterium_MOT−182_nov_90.752%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_90.231%
Lacrimispora saccharolytica_nov_91.495%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_91.542%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_91.593%
Oscillospiraceae_[G−3] bacterium_MOT−150_nov_95.045%
Bacteroidetes_[G−3] bacterium_HMT_365_nov_87.666%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_91.701%
Tidjanibacter massiliensis_nov_90.391%
Prevotella shahii_nov_91.084%
Lachnospiraceae_[G−13] bacterium_MOT−181_nov_89.824%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_91.132%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_92.993%
Mailhella massiliensis_nov_91.242%
Prevotellamassilia timonensis_nov_89.413%
Oscillospiraceae_[G−3] bacterium_MOT−150_nov_94.639%
Lachnospiraceae_[G−11] bacterium_MOT−176_nov_95.797%
Enterocloster clostridioformis_nov_92.769%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_93.228%
Lachnospiraceae_[G−11] bacterium_MOT−177_nov_95.287%
Muribacter sp._MOT−143
Helicobacter typhlonius
Streptococcus danieliae
Lachnospiraceae_[G−14] bacterium_MOT−185
Akkermansia muciniphila
Streptococcus sp._MOT−012
Lachnospiraceae_[G−11] bacterium_MOT−178
Streptococcus acidominimus
Oscillospiraceae_[G−3] bacterium_MOT−150
Muribaculaceae_[G−1] bacterium_MOT−129
Lactobacillus johnsonii
Erysipelotrichaceae_[G−1] bacterium_MOT−189
Muribacter sp._MOT−142
Corynebacterium mastitidis
Phocaeicola sartorii
Carnobacteriaceae_[G−1] bacterium_MOT−198
Rodentibacter heylii
Prevotella sp._MOT−128
Adlercreutzia caecimuris
Lactobacillus intestinalis
Muribacter muris
Porphyromonas sp._MOT−131
Peptococcaceae_[G−1] bacterium_MOT−146
Muribaculum intestinale
Acutalibacter muris
Rodentibacter pneumotropicus
Helicobacter ganmani
Limosilactobacillus reuteri
Ligilactobacillus murinus
Eubacteriales_[G−2] bacterium_MOT−162
Faecalibaculum rodentium
Bacteroides acidifaciens
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