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Akkermansia muciniphila

Alistipes senegalensis_nov_95.658%

Bacteroides uniformis_nov_96.825%

Bacteroidetes_G−3 bacterium_HMT_365_nov_87.666%

Duncaniella freteri_nov_91.008%

Erysipelotrichaceae_G−1 bacterium_MOT−189

Faecalibaculum rodentium

Helicobacter ganmani

Helicobacter typhlonius

Ileibacterium valens

Lactobacillus intestinalis

Lactobacillus johnsonii

Lactobacillus taiwanensis

Ligilactobacillus murinus

Limosilactobacillus reuteri

Mucispirillum schaedleri_nov_96.136%

Muribaculaceae_G−1 bacterium_MOT−129

Muribaculaceae_G−1 bacterium_MOT−129_nov_93.228%

Muribaculaceae_G−2 bacterium_MOT−104_nov_90.231%

Muribaculaceae_G−2 bacterium_MOT−104_nov_91.082%

Muribaculaceae_G−2 bacterium_MOT−104_nov_92.993%

Other: < 4%

Prevotella sp._MOT−128

Prevotellamassilia timonensis_nov_89.413%

Top 23 species bar plot


