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Blautia hominis

Carnobacteriaceae_G−1 bacterium_MOT−198

Clostridium merdae_nov_94.317%

Enterococcus gallinarum

Erysipelotrichaceae_G−1 bacterium_MOT−189

Escherichia fergusonii

Escherichia_Shigella fergusonii_flexneri

Faecalibaculum rodentium

Ileibacterium valens

Ligilactobacillus murinus

Muribaculaceae_G−1 bacterium_MOT−129_nov_93.228%

Olsenella massiliensis_nov_94.126%

Other: < 0.399999999999997%

Parabacteroides goldsteinii

Phocaeicola sartorii

Porphyromonas sp._MOT−131

Rodentibacter heylii

Rodentibacter pneumotropicus

Ruminococcus gauvreauii

Streptococcus acidominimus

Streptococcus danieliae

Streptococcus sp._MOT−012

Weeksellaceae_G_1 bacterium_MOT−126

Top 22 species bar plot


