Relative abundance

K_Bacteria.P_Proteobacteria

N (class: G1_5xFAD+L_8MO]class: G2 _5xFAD+L_17MO]class: G3_PSAPP+L_9MO)
R A RN M, SRS [N IR
0.6} Siiatatatial OO EENTTTEN O B N O .
IS B N B BN B B N .
0.2 --- [ EENEEN B BRREN R BEEE B R N ]
e

0.0




