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Enterococcus
Staphylococcus
Acinetobacter
Cutibacterium
Ligilactobacillus
Bifidobacterium
Parasutterella
Anaerostipes
Stenotrophomonas
Chryseobacterium
Pseudomonas
Comamonas
Atlantibacter
Epilithonimonas
Rhodococcus
Priestia

Nocardia
Sphingomonas
Bacteroides
Massilia
Microbacterium
Bacillus
Agrobacterium
Sediminibacterium
Corynebacterium
Acidovorax
Lysinibacillus
Sphingobacterium
Brochothrix
Magnetospirillum
Brachybacterium
Actinidia
Siccibacter
Thermodesulfobium
Ralstonia
Terrimonas
Leucobacter
Robinsoniella
Faecalibaculum
Citrobacter
Bradyrhizobium
Gloeobacter
Streptococcus
Enterobacter
Mammaliicoccus
Raoultella

Klebsiella
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