
0.00

0.05

0.10

0.15

0.20

0.25
R

e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: G1_5xFAD_8MO class: G2_5xFAD_17MO

K_Bacteria.P_Firmicutes.C_Bacilli.O_Lactobacillales.F_Enterococcaceae.G_Enterococcus.S_faecalis


