
0.00

0.05

0.10

0.15

0.20
R

e
la

ti
v
e
 a

b
u
n
d
a
n
ce
class: G1_5xFAD class: G2_PSAPP

K_Bacteria.P_Actinobacteria.C_Actinomycetia.O_Corynebacteriales.F_Nocardiaceae.G_Rhodococcus


