
0 1 2 3 4 5 6
LDA SCORE (log 10)

S_lactatiformans_nov_89_669

S_pachnodae_nov_83_112

G_Breznakia

G_Turicibacter

F_Turicibacteraceae

G_Lachnospiraceae__G_4_

F_Oscillospiraceae

S_bacterium_MOT_169_nov_97_484

S_sanguinis_nov_95_923

S_disporicum

G_Clostridium

F_Clostridiaceae

S_multispecies_spp6_2

S_bacterium_MOT_129_nov_86_089

S_eutactus_nov_95_717

G_Coprococcus

S_faecicola_nov_93_111

S_rodentium_nov_96_715

G_Anaerocolumna

S_cellulosilytica_nov_87_657

P_Bacteroidetes

O_Bacteroidales

C_Bacteroidia

S_producta_nov_97_077

G_Paludicola

S_bacterium_MOT_144_nov_88_199

S_psychrotolerans_nov_88_115

S_avium

S_phocaeensis_nov_91_966

G_Olsenella

G_Limosilactobacillus

S_reuteri

O_Coriobacteriales

F_Atopobiaceae

F_Eubacteriales__F_1_

C_Coriobacteriia

S_mastitidis

G_Lachnospiraceae__G_10_

S_bacterium_MOT_175_nov_93_878

S_glucerasea

S_dispar

G_Blautia

F_Lachnospiraceae

K_Bacteria

F_Lactobacillaceae

O_Eubacteriales

F_Bifidobacteriaceae

C_Actinobacteria

O_Bifidobacteriales

G_Bifidobacterium

S_animalis

C_Clostridia

S_excrementihominis

F_Sutterellaceae

G_Parasutterella

S_goldsteinii

F_Tannerellaceae

S_glucerasea_nov_97_899

G_Lachnospiraceae__G_6_

S_bacterium_MOT_171_nov_94_363

G_Anaerobutyricum

S_hallii_nov_93_895

S_bacterium_MOT_129_nov_87_602

G_Parabacteroides

G_Muribaculaceae__G_1_

F_Muribaculaceae

S_glucerasea_nov_96_429

G_Anaerostipes

S_hadrus_nov_92_961

S_rodentium_nov_85_455

G_Fusicatenibacter

S_luti_nov_95_798

S_thoraltensis

S_rodentium

G_Faecalibaculum

F_Erysipelotrichaceae

C_Erysipelotrichia

O_Erysipelotrichales

S_azizii

C_Actinomycetia

S_nasimurium_nov_97_228

O_Micrococcales

F_Micrococcaceae

G_Rothia

P_Actinobacteria

S_bacterium_MOT_158_nov_91_507

F_Eubacteriaceae__XV_

O_Clostridiales

G_Eubacterium

S_coprostanoligenes_nov_93_966

S_umbonata_nov_91_915

G_Parafannyhessea

S_luti

S_vaginalis

S_johnsonii

G_Lactobacillus

G_Ruthenibacterium

G_Butyricicoccus

S_pullicaecorum_nov_87_010

G_Erysipelotrichaceae__G_1_

F_Erysipelotrichaceae

C_Erysipelotrichi

O_Erysipelotrichales

S_bacterium_MOT_189_nov_91_170

G_Eubacteriales__G_4_

S_bacterium_MOT_164

S_parvula

G_Ligilactobacillus

S_murinus

S_lutetiensis

G_Veillonella

F_Veillonellaceae

O_Negativicutes

S_sp__MOT_045_nov_97_764

S_salivarius

S_hibisci

S_schinkii_nov_94_130

S_multispecies_spp1_2

G_multigenus

S_luti_nov_97_899

S_aerofaciens

G_Collinsella

F_Coriobacteriaceae

O_Verrucomicrobiales

G_Akkermansia

F_Akkermansiaceae

S_bacterium_MOT_164_nov_94_268

P_Verrucomicrobia

S_muciniphila

C_Verrucomicrobiae

S_stercoricanis_nov_92_739

G_Allobaculum

S_caecimuris_nov_96_868

P_Firmicutes

O_Lactobacillales

C_Bacilli

G_Streptococcus

F_Streptococcaceae

S_mutans

S_tumefaciens

F_Rhizobiaceae

G_Agrobacterium

O_Rhizobiales

S_johnsonii

S_bereziniae

G_Salmonella

S_dysenteriae

S_kyeonggiensis

G_Caulobacter

F_Caulobacteraceae

O_Caulobacterales

S_flexneri

S_enterica

G_Citrobacter

S_koseri

F_Moraxellaceae

O_Moraxellales

G_Acinetobacter

S_sp__HMT_064

G_Sphingomonas

G_Acidovorax

F_Comamonadaceae

S_temperans

F_Enterococcaceae

G_Enterococcus

O_Sphingomonadales

F_Sphingomonadaceae

S_pseudolongum

S_multispecies_spp20_3

S_amycolatum

S_multispecies_spp17_2

F_Oxalobacteraceae

S_huttiense

G_Herbaspirillum

O_Enterobacterales

F_Enterobacteriaceae

G_Mammaliicoccus

S_sciuri

F_Burkholderiaceae

S_pickettii

G_Ralstonia

G_Phyllobacterium

S_myrsinacearum

O_Hyphomicrobiales

F_Phyllobacteriaceae

S_parainfluenzae

F_Pasteurellaceae

G_Haemophilus

O_Pasteurellales

C_Alphaproteobacteria

S_agalactiae

S_multispecies_spp36_2

O_Burkholderiales

S_ureilyticus

C_Betaproteobacteria

C_Gammaproteobacteria

O_Bacillales

F_Staphylococcaceae

P_Proteobacteria

Significantly Represented Taxa

Saliva_Group_1

Saliva_Group_2

Saliva_Group_3

Saliva_Group_4

Saliva_Group_6

Saliva_Group_7

Saliva_Group_8 Saliva_Group_9


