
0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

R
e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: All_Control class: All_Treatment

K_Bacteria.P_Proteobacteria.C_Gammaproteobacteria


