e o ¢ o o ¢ SP20 Akkermansia muciniphila (0.00%|0%]|0.00%|0%]|0.02%]|0%)

* ° ¢ o o o GSpP56 Adlercreutzia muris (0.01%|0%]|0%|0%]|0%|0%)
® - - O ° « 5p31Bifidobacterium pseudolongum (12.90%|0.00%]0%|6.36%]|0.00%|0

e o ¢ o e ¢ SP29 Curtobacterium pusillum (0%|0.00%|0%]|0%|0%]|0%)

[ | e ° ¢ o o ¢+ SP60 Arachnia propionica (0%]0.00%|0%]|0%|0%]|0%)

® ° ¢ o o ¢ SP39 Cutibacterium acnes (0%]|0.01%|0%|0%]|0.00%]|0%)
e o ¢ o o ¢ GSP4] Lawsonella clevelandensis (0%]0.00%|0%|0%]|0%|0%)

—— ¢ ° ° ° o ¢ GP58 Corynebacterium amycolatum (0%]|0.00%|0%|0.11%|0%]|0%)
——— °* ° ° ° ¢ ¢ Sp30 Corynebacterium mastitidis (0.01%|0%|0%]0.06%]|0.00%]0.0C
——— ¢ ¢ ¢ o o ¢ GP3 Corynebacterium stationis (0.38%]|0%]|0%|0%|0%]|0%)

* ° ¢ o o ¢+ SP40Q Chryseobacterium gambrini (0%|0%]0.00%]0¢
e ° ¢ o o ¢ SP55 Parabacteroides distasonis (0%|0%|
* ¢ ¢ o o + SP37 Bacteroides fragilis (0%]|0%|0%]|0%|0%|(
e o ¢ o o ¢ SP32 Triticum aestivum (0%|0%]|0.00%]|0%|0%|0%)

® o o o o o GP47 Neisseriaceae_[G-1] bacterium_MOT-031 (1.78%]|0%]|0.01%
— ¢ ¢ ° ° o e+ SP49 Acinetobacter johnsonii (0%]|0%]|0.00%]|0%]|0%|0%)

—— ¢ ¢ @ o o o Gp5] Acinetobacter radioresistens (0%|0.00%]|3.08%]|0%|0.01%|
* ¢ o o o o GpP53 Proteus mirabilis (0.01%|0.00%|0%]|0.06%]|0%]0.03%)

e o ¢ o o o+ SP42 Enterobacter cloacae (0.00%]|0%|0%]|0%|0%|0%)
. ‘ ° o °‘ SP8 Klebsiella pneumoniae (0.01%|67.24%|0%]|0.01%|0%|
[ ° ° ° ° ° *° SP44 Fusobacterium nucleatum_subsp._vincentii (0%]0.00%|0%|
Lo oo SP16 Fusobacterium nucleatum (0%]0%|0.02%]|0.25%]2.86%]|0%
* ¢ ¢ o o ¢ SP45 Blautia hominis (0.44%|0%]0%|0%]0%|0%)
e o ¢ o e ¢ SP33 Paeniclostridium sordellii (0%]|0%|0%|0%]|0%|0.06%)
—— ¢ ° °* ° ° < SP14 Clostridium perfringens (0%|0%]|0%|0%|0%]|0.14%)

[ e o e o o ¢ GSP52 Enterobacter hormaechei (0%]0.00%|0%|0%]|0%|0%)

e ¢ ¢ o o o Gp]15 Clostridium saccharoperbutylacetonicum (0%]|0%|0%|0%|(
e o ¢ o o e+ SpP28 Clostridium moniliforme (0%|0%]|0%|0%|0%]0.05%)
* ° ¢ o o o GP54 Erysipelatoclostridium [Clostridium] cocleatum (0%|0%|
* ° ¢ o o o SP2] Faecalibaculum rodentium (0%|0%]|0%]0.¢

e o e o o e+ GSP2 Erysipelotrichaceae [G-1] bacterium_MOT-18¢

e ° ¢ o o ¢ GP10 Dubosiella newyorkensis (0.07%]|0%|0%
e ° o o o ¢ SP46 Streptococcus mitis (0%]0.00%|0%|0%|0%]|0%)
—[— * e o o o o GP19 Streptococcus danieliae (0.25%|0%]|0%|0.43%]|0%|0%
® o ‘OOO SP59 Streptococcus thoraltensis (4.06%|0.04%|64.67 %
* ¢ ¢ o o o GP] ligilactobacillus murinus (0%|0%]|0%]|1.68%|0%|0%)
e o ¢ o o ¢ GSP5Q0 Lactobacillus johnsonii (0.00%|0%]|0.00%]|0.12%

e o ¢ o ¢ ¢ GP38Limosilactobacillus reuteri (0%]0.20%|0%]0.52%|0

— ’0@)0 SP11 Enterococcus faecalis (76.73%|29.19%|18.45%|79.22%|41.
e ° ¢ o o ¢ GP48 Granulicatella balaenopterae (0%|0%]|0%|0%]|0%]0.01%

® Td_Control - ———— ¢ ° ° ° ° ¢ SP17 Bacillus haynesii (0.00%|0%|0%]|0%|0%]|0%)

() Fn+Td_Treatment ® o o o o o GP18 Mammaliicoccus sciuri (2.31%|0.07%|0%]|0.87%|
@ rn_Treatment * ©@ ° -  SP43 Mammaliicoccus lentus (1.00%|3.24%]|13.76%|1
O Fn+Td_Control * ° ¢ o o ¢ GP57 Staphylococcus auricularis (0%]0%|0%]|0.00%|
@) Fn_Control * ° ¢ o o ¢ SP9 Staphylococcus ureilyticus (0%]|0%]|0%|0%|0%|0
() Td_Treatment e ° e o o ¢ GP12 Staphylococcus saprophyticus (0.01%|0%]|0%|
substitutions/site
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