Relative Abundance

Top 25 species bar plot

KO 10D Fecal WT 10D Fecal cKO 10DL Fecal
Species
1.00- . Akkermansia muciniphila
. Bifidobacterium pseudolongum
. Blautia hansenii_hominis_marasmi
. Duncaniella freteri_nov_86.061%
. Erysipelatoclostridium Clostridium cocleatum
. Erysipelotrichaceae_G-1 bacterium_MOT-189
0.75- . . Eubacteriales_G-4 bacterium_MOT-164
. Faecalibaculum rodentium
. Helicobacter typhlonius
. lleibacterium valens
. Kineothrix alysoides_nov_93.764%
. Lachnospiraceae_G-6 bacterium_MOT-171_nov_93.096%
0.50- Lachnospiraceae_G-6 bacterium_MOT-171_nov_94.759%
. Lactobacillus johnsonii
l . Ligilactobacillus animalis_apodemi_murinus
. Ligilactobacillus murinus
. Limosilactobacillus reuteri
Muribaculaceae_G-1 bacterium_MOT-129 nov_89.431%
0.25 - . Muribaculaceae_G-1 bacterium_MOT-129_nov_91.705%
Muribaculaceae_G-2 bacterium_MOT-104_nov_90.800%
. Muribaculaceae_G-2 bacterium_MOT-104_nov_91.034%
. Muribaculaceae_G-2 bacterium_MOT-104_nov_91.284%
. Other: < 5%
Parabacteroides goldsteinii
0.00 - Pasteurella_Rodentibacter caecimuris_heylii

Turicibacter sanguinis_nov_95.923%
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