
F
15

18
0.

S
02

F
15

18
0.

S
04

F
15

18
0.

S
06

F
15

18
0.

S
05

F
00

00
.S

09
F

00
00

.S
02

F
00

00
.S

03
F

15
18

0.
S

01
F

15
18

0.
S

03
F

00
00

.S
06

F
00

00
.S

01
F

00
00

.S
04

F
00

00
.S

16
F

00
00

.S
08

F
00

00
.S

07
F

00
00

.S
15

F
00

00
.S

14
F

00
00

.S
11

F
00

00
.S

13
F

00
00

.S
17

F
00

00
.S

18
F

00
00

.S
12

F
00

00
.S

05
F

00
00

.S
10

Erysipelotrichaceae

Akkermansiaceae

Muribaculaceae

Lachnospiraceae

Muribaculaceae

Lactobacillaceae

Erysipelotrichaceae

Eubacteriales_[F−1]

Prevotellaceae

Bacteroidaceae

Desulfovibrionaceae

Eggerthellaceae

Clostridiaceae

Turicibacteraceae

Eubacteriaceae_[XV]

Bacteroidetes_[F−1]

Atopobiaceae

Sutterellaceae

Comamonadaceae

Micrococcaceae

Peptostreptococcaceae

Bifidobacteriaceae

multifamily

Prevotellaceae

Saccharibacteria_(TM7)_[F−1]

Odoribacteraceae

Carnobacteriaceae

Steroidobacteraceae

Paenibacillaceae

Bryobacteraceae

Oxalobacteraceae

Nitrosomonadaceae

Bacteroidaceae

Rikenellaceae

multifamily

Eubacteriales Family XIII. Incertae Sedis

Mucispirillaceae

Kiloniellaceae

Acidobacteriaceae

Clostridiales_[F−1]

Micropepsaceae

Rhodospirillaceae

Devosiaceae

Enterobacteriaceae

Helicobacteraceae

Tannerellaceae

Pasteurellaceae

Oscillospiraceae

Streptococcaceae

Rikenellaceae

Samples

Fa
m

ily

0 20 40 60 80 100

Value
Group

WT D0 Fecal
KO D0 Fecal
cKO D0 Fecal


