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Leptotrichia wadei

Bradyrhizobium pachyrhizi

Ligilactobacillus murinus

Staphylococcus capitis

Streptococcus salivarius

Actinidia eriantha

Enterococcus casseliflavus

Alloprevotella sp._HMT_473

Streptococcus sinensis

Micrococcus luteus

Brochothrix thermosphacta

Prevotella bivia

Acinetobacter johnsonii

Enterobacter cloacae

Chryseobacterium gambrini

Ralstonia sp._HMT_406

Proteus mirabilis

Actinomyces sp._HMT_170

Schaalia sp._HMT_180

Mammaliicoccus sciuri

Schaalia odontolytica

Capnocytophaga granulosa

Mycoplasma faucium

Fretibacterium fastidiosum

Anaeroglobus geminatus

Treponema vincentii

Treponema sp._HMT_231

Enterobacter cancerogenus

Streptococcus mitis

Veillonella rogosae

Cutibacterium acnes
Lachnospiraceae_[G-3] bacterium_HMT_100
Cardiobacterium valvarum

Klebsiella pneumoniae

Rhodococcus gingshengii

Acinetobacter septicus

Bacillus haynesii

Haemophilus parainfluenzae

Prevotella sp._HMT_376

Roseomonas mucosa

Streptococcus sp._HMT_423
Porphyromonas catoniae

Acinetobacter modestus

Bacillus subtilis

Tannerella serpentiformis

Filifactor alocis

Arthrobacter psychrolactophilus
Treponema sp._HMT_268
Peptoniphilaceae_[G-1] bacterium_HMT_113
Porphyromonas endodontalis

Prevotella timonensis

Psychrobacter cibarius

Pseudomonas marginalis
Saccharibacteria_(TM7)_[G-1] bacterium_HMT_952
Fusobacterium nucleatum_subsp._vincentii
Porphyromonas gingivalis

Streptococcus thoraltensis

Kosakonia sacchari

Citrobacter koseri

Fusobacterium nucleatum

Bifidobacterium pseudolongum

Arachnia propionica

Bifidobacterium dentium

Actinomyces dentalis

Corynebacterium accolens

Pseudomonas putida

Prevotella oris

Corynebacterium tuberculostearicum
Lactobacillus iners

Epilithonimonas hominis

Staphylococcus caprae

Parvimonas micra

Shigella sonnei

Sphingomonas yabuuchiae

Enterococcus faecalis

Tannerella forsythia

Neisseriaceae_[G-1] bacterium_HMT_174
Streptococcus oralis
Saccharibacteria_(TM7)_[G-5] bacterium_HMT_356
Microbacterium maritypicum

Acinetobacter Iwoffii

Enterobacter hormaechei

Streptococcus constellatus

Prevotella baroniae

Anaerococcus vaginalis_nov_96.842%
Steroidobacter agariperforans_nov_89.278%
Acinetobacter johnsonii_nov_97.526%
Chryseobacterium yeoncheonense_nov_97.484%
Tannerella forsythia_nov_97.516%
Prevotella veroralis_nov_97.751%

Bacillus albus_cereus_|uti_nitratireducens_paramycoides_tro
Staphylococcus argenteus_aureus_roterodami
Sphingomonas aquatilis_melonis
Paracoccus_Thioclava atlantica_limosus
Veillonella dispar_parvula

Staphylococcus capitis_epidermidis
Psychrobacter arcticus_fjordensis
Enterococcus durans_faecium

Afipia birgiae_broomeae

Peptoniphilus multispecies_sppnl1l_2_nov_83.884%
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