El Fecal_Fn_Gigméfica il Reparesentredthaxa
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G_| Faecahcoccus
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S_ bactenum MOT 151_nov_ 95 _842
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G Oscnlo_splraceae-_Gj_
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| S_ maSS|I|enS|s nov 89 914
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S termlttdls nov_ 87 580
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S bacteriium_MOT_El63_nov_i85_825
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S pulllcaecorum npv 85 093 :
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G_Lachnfospiraceaé_G_ll_
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F_Microb;acteriaceafle :
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G_Rosebiuria :
G Anaerétignum _
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C_ Molllcutes
F_| Molllcutes F_ 2
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S_ bactenum MOT 163
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F_Christé:nsenellacieae
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| S f|55|catena nov_ 95 _407
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G_| Enterococcus
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