rmicutes.C_Clostridia.O_Eubacteriales.F_Lachnospiraceae.G_Lachnospiraceae_ G 6 .S bacterium_MOT
_____________ class: All_Fecal Control] ~ f [class: All_Fecal_Treatment|

0.007 |-

0.006

0.005

0.004

0.003

Relative abundance

0.002

0.001

0.000




