~~ ~Signiticantly Represented Taxa

¢ Gammaprotepbacteria [N
P_Proteobacteria _
F_Enterobacteriaceae [N
s_pncumoniac [

G_| Kleb5|ella

O Enterobacterales

S cellulo]yticus no&/ 83_1905
O_| B|f|dobacterlales :
S pseudolongum
G_| B|f|dobacter|um
| F_ B|f|dobacter|aceae
C Actmobacterla :
S cellulolytlcus nov_83 801
G Lachnosplraceae G_12_ :
S_| bactenum MOT 179 nov_ 87 _097
S | rubunfbntls nov292 708
S_| bactenum MOT 149 nov_ 96 466
S_ |ntest|naI|s nov 90 229 :
S | bactenum MOT_: 163 nov_ 85 _825
S saccharovorans -nov_87_ 759
C Molllcutes
S_ homims nov_ 915476
F Molllcutes F 2.
O_| MoIIlcutes O_ 2
G Molllcqtes_G_Z; _
S_massiliensis_nov 94 _572 :
S tlmoneinsis_nov_;94_490
S_bacterjum_MOT 3182 _nov_90_254
| S_ bactenum MOT 150 nov_ 93 125
S plautu nov_92 308
S f|SS|caFena_nov_94_154
S_bacterfum_MOT ‘177 nov_94 606
Sflssicaéena_nov_§5_407 .
G Anaerc:)truncus
S_muris :nov 94 . 227
S_muris_| nov 93 361
G_| Blautla
| S_| bacteraum MOT . 150 nov_ 91 511
S bacter]um_MOT_;149_nov_93_168
S bacter:ium_MOTﬁE171_n0v_é)3_305
S sacchérovorans Enov 88 539
S_| bactenum MOT 163 nov_ 85 _944
G_| Murlcdmes
S | |ntest|n| nov_ 89 375
S aIysoiQes_nov_89_562
G Negle{:tibacter
S_ massiliensis novE 90 426
S bacter]um MOT 151 _nov 95 842
F EubacterlalesFamllyXIII IncertaeSedls
G_lhubacter '
S cellulolytlcus nov 83_ 153
S bacter_ium_MOT_;167_n0v__93_096
S_desmolans_nov_91_649
S multlspeaes sppn3 2 nov 94 990
G Agathobaculum
| G Ery5|pelatoclostr|d|um
G Long|baculum
G Sporobacter
S bacter]um HMT 096 nov 91 632
G_Phocea :
S_term|ttld|s_nov_8§7_580
S alysoic:ies_nov_89_792
S caeamuns :
S caeamurls nov_¢ 92 291
§ G_| FIavomfractor :
S hongkongen5|s nov 86_ 308
C_Coriobacteriia .
G_Oscilldspiraceaef_G_l_
o Eggeréhellales .
F Eggerﬂﬁellaceae
S_| bactenum MOT _: 147 _nov_ 96 674
S_ | CIostrZidium innpcuum_no:v_88_2705
G Adlercreut2|a : : :
1 S saccharovorans :nov_90_ 041
S maSS|I1enS|s nov 90_644
S_bacterium_MOT 187 nov_ 94 892
G Lachn05p|raceae G 5_ :
S_| bactenum MOT 150_nov_ 87 _423
S_| bacterium MOT . :170 nov_ 97 904
S_ bacter1um MOT 171 _nov_ 94 759
F_ Chrlstensenellaceae
G Chrlstensenella :
| S_| bactenum MOT _: 151 _nov_ 92 100
S_aad|fqrmans_noy_89_600 :
S_bacter:ium_MOTﬁE171_nov_:91_213
S_bacterfum_MOT ‘151 nov_94 179
S_ massil:iensis nov: 88 041
S_ bacter]um MOT 171 _nov_ 94 979
P Actlnobacterla
S capillo'sus nov_ 89 897 :
S_| bactenum MOT 165 nov_ 92 781
| S_canis_hov_93_ 305
G Glucerlbacter :
S bactenum MOT . 104 nov_ 89 _000
S_bacterium_MOT_:185_n0v_93_348
S_bacterium_MOT_5174_nov_8539_918
G_Hydro:genoanael:*obacteriuhﬁ
S_phocaeensis_nov_95_859 :
S_bacterium_MOT :159_nov_94_268
G Lachnbspiraceaé G 2_
| S ceIIqulytlcus nov 83 761
G_| Eubacterlales G 1
G_Eubac;er|a|es_G_4_
S_bacterjum_MOT 149 _nov_95 010
G_Anaeré)massilibaicillus :
S_bacterium_MOT_175_nov_90_369
G_Lachnospiraceae_ G_10_
S_bacterium_MOT :150_nov_91_736
S | bactenum MOT 176 nov_ 89 _858
G Lachnosplraceae G 9
G_| Eubacterlales G 3
S bactenum MOT :149_nov_ 95 198
G Faecallcoccus :
S senegalen5|s nov 92 489
S_rub||nf§nt|s_nov_593_347 '
G_Roseburia
S_muris_nov_96_289
S_ balticds nov_ 82:692
| G Manmsporobacter
S bacter]um MOT_: 172 _nov 91 097
G_Lachnpsplraceag_Gj_
F Rikenéllaceae :
G AI|st|pes
S senegalen5|s no\/ 93_ 089
C EryS|peIotr|ch|a : :
o Ery5|pe|otrlcha|es
S_ bactenum MOT 150 nov_ 93 582
G Pseudoflavonlfractor
F Akkerman5|aceae
S_bacterium_MOT_171_nov_ 94 572
S mucm(phna :
F Erysmelotrlchaceae
G Akkerman5|a :
P_Verruc_omlcroblaE
C_Verruciomicrobia?e
o Verruéomicrobia;les
| S_muris_nov_88_ 961
S bacter]um MOT 104 nov 89 022
S_muris : .
S proteolytlca nov‘ 83 297
G_Hathewaya :
G Oscillc;spiraceaef G 4_
S_muris_ nov 96_| 694
F Clostrldlaceae :
S_ massmen5|s nO\} 91 471
| G Lachnosplraceae G_11_ :
G Lachnospwaceae G_14_
S aIysmdes nov_ 85 921
G Acetlvjbrlo
G Oscﬂlosplraceae G_3_
G Lactobacnlus
S_johnsonii
F_Lactobfacillaceaeé
G Lachnbspiraceaé G _3_
| S_ bactenum MOT 168 nov_ 94 792
G Klneot;hrlx
S pulllcaecorum nov 85 093
G Butyr|C|coccus :
F_| Eubacterlales F 1
S multlsbeues sppn8 2 nov§_92_067
G Lachnosplraceae G 6_ :
F_| Enterococcaceae
S faecalls :
| G_| Enterococcus
G Culturomlca
F_ Odonbacteraceae
S_maSS|IienS|s_nov__89_817
G_| Faecaiicatena . .
F Ery5|pelotrlchaceae
G Ery5|pelotr|chaceae G_ 1
C EryS|peIotr|ch| :
S_| bactenum MOT 189
| O EryS|pe|otr|cha|es
S bacter]um MOT_: 129 nov 86 640
S bactenum MOT 149 nov_ 93 319
G Acutallbacter :
0_| Lactobacnlales
C_Bacilli :
G OscHIosplraceae G 2_
S_bacterlium_MOT_5129_nov_£:§5_887
S freteri:nov 89_ 7:75
S freter| nov_93_ 712 :
S_asaccharolytlcus_nov_91_i16
G_Lawsoinibacter .
G Muribéculaceaef G_1_
S shahu :nov_87 602
G_| Prevotella
F_| Prevotellaceae
S freter| nov_89 919
S_| bactenum MOT_: 104 nov_ 89 157
| G_ Murlbaculaceae G 2_
F Lachnosplraceae
S freter| nov_90_ 612
F_OscHIosplraceae:
F_Muribaiculaceae
C_Bacter‘;oidia :
P_Bacteroidetes
O_Bacteréoidales
O_| Eubac'teriales
| C_| Clostrldla
G_Duncacmella
F_Muribaiculaceae
P_Bacter‘oidota
C_Bacteréoidia

O_Bactefoidales

1 P_Firmicutes :

I | | | | |

-6.0 -48 -3.6 -24 -1.2 0.0 1.2 24 3.6 48 6.0
LDA SCORE (log 10)



