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Significantly Represented Taxa

P_| Proteobacterla
F_| Enterobacterlaceae
S pneumonlae
G_Klebsiella
G Enterobacterales
F_Actinidiaceae
G_Actinidia
K_Eukaryota
O_Ericales
P_Streptophyta
C_Magnoliopsida
S.eriantha
S_lentus
S_alysoides_nov_89_792
S aIysmdes nov 89 562
S_bacterium_MOT_179_nov._| 87 097
G LachnOSplraceae G_12_ :
S | bactenum MOT 182 _nov_ 90 254
S bacterium_MOT_5149_nov_93_168
S | bacterium MOT :177 nov_ 94 606
| S multlspecles sppn3 2 nov 94 990 :
G Blautla
S caeamurls nov 89 009
S saccharovorans_:nov_90_0l:ll
S_cellulojyticus_nov_85_776:
S_| bacterium MOT_. 5171 nov_ §4 561
S hongkongen5|s nov 86_. 308

| S f|55|catena nov_ 94 154

S_| bactenum MOT_174_nov_ 89 918
S maSS|IienS|s_nov._94_572

S massiliensis_nO\/E_89_914
S_bacterium_MOT_171_nov_93_305
S_| bacter1um MOT 149 nov_ 96 _466
| S_muris_nov_94_. 227

S ma55||1en5|s nov 90 426

S saccharovorans nov 87_ 759
S_muris_| nov 88 961

S_| bactenum MOT 151 _nov_ 92 100
S_canis_| hov 93_. 305

S tlmonen5|s nov 94 490

I S saccharovorans :nov_88_ 589

G GIucerlbacter : :

S_| bactenum MOT . 163 nov_ 87 952
S bacter]um MOT 154

G Oscﬂlqsplraceae;_Gj_

s ceIIquiyticus no:v 83 8015

S senegalenS|s nov 92 489

S caplllosus nov_ 89 897

G Anaeromassmbacnlus

S_ bacteraum MOT_. 185 nov_ 93 348
G Lachnosp|raceae G 9 :

S_| bacterium MOT 167_nov_ 93 _096

S_| bacterium MOT 171 nov_ 91 213
S | homlnls nov_92. 754

S_| bacterlum MOT_ 183 nov_ 97 _854
| G OscHIosplraceae G_6_

S plautu:_nov_93_5:55

S |ntestié1alis_nov_b590_229

S bacter:ium_MOT_§153_nov_%i1_631
S_massiliensis_nov 88 041 :

G Erysipielatoclost%idium .

G Butyricicoccus : :

S bacter:ium_HMT_§096_nov_§1_632
s bacterium MOT : :165 nov_92_ 781
G_Clostridiales F_|1_G_1_ .

S bacterium_HMT_:093_nov_84_086
F CIostriéjiaIes_F_él_ ;

S hominis_nov_91_§476

S plautii:nov 92 3108

| S_| bacteraum MOT . 171 nov_ 94 979
S bacter]um_MOT_;167_nov_88_773
S rubiinf':antis_novi92_708
s_cellulolyticus_nov_83_761:

S xylanolytlca nov:_ 94 363 -

G Lacr|m|spora :
S_bacterium_MOT : 187 nov_ 95 285
| S_ bacterium MOT 151 nov_ 94 179
S phocaeen5|s n0\7 95 859
S_bacterium_MOT_150_nov_| 91 511
G Faecallcoccus :

S aC|d|formans nov 89_ 600

S_ bacter1um MOT 185
G_| Ihubacter
S equohfauens nov 94 _ 577
S_bacterium_MOT 151 nov_ 95 842
S_muris_ nov 93 361
G Lachnosplraceae G 5_
S_ bacterium MOT . 170 nov_ 97 904
G Anaerotruncus
| S proteolytlca nov 83 514
S_muris 'nov_86_749 :
G_| Phocea :
F M|crobacter|aceae
O_| Mlcroeoccales
G Agroc0ccus
S verS|coIor nov_ 83 227
S_bacterium_MOT :164_nov_97_228
S_bacterjum_MOT ‘159 nov_94 268
S caecimuris . .
C Actmomycetla
S asaccharolytlcus nov_93_ 996
G Agathobaculum
S desmolans nov_ 91 _649
S | bactenum MOT_. 187 nov_ 90 607
G_| Flavonlfractor
| S_| bactenum MOT 149 nov_ 95 198
G Eubacterlum :
S_bacterium_MOT 175 nov_! 90 369
S_celIulo_iytlcus_no:v_83_153
S_bacterjum_MOT 1151
F_ Eubacterlaceae XV
S_| bactenum MOT_: 159 nov_ 92 161
E xylanophllum nov 91 | 075
S bacter]um MOT_: 164
S_ bactenum MOT_ 187 nov_ 94 892
S mtestlnl nov_ 89 375
G_Muricoames :
F_Turicibfacteraceaie
G Turicibacter
| O_ Clostndlales
S sangurnls nov 95 923
G_| Lachnoclostr|d|um
S ceIIquiytlcus nov 83_ 190
S_bactergum_MOT_;163_nov_§35_825
G Hydro:genoanaerobacteriub'i
S_ bactenum MOT 147 _nov_ 96 674
G Oscnlosp|raceae G_1_
G Lachnpsplraceae G_10_
S_bacterium_MOT_151_nov_| 96 881
S ma55|llen5|s_nov._90_644
G_| Roseburla . .
S_| bacterium MOT . 150 nov_ 93 125
S_ rubunfantls nov 93 347
G Elsenberg|ella
G AI|st|pes
S senegalen5|s nov 93_ 089
F R|kenellaceae :
S_muris_1 nov_96_ 289
s bacterium MOT :104 nov_£:39_000
S freterl nov_89_| 697
G Sporobacter :
G_Pseud_oflavonlfractor
S_termiti:dis_nov_8§7_580
S_bacterium_MOT_5149_nov_:95_010
S_massiIiensis_nov:'_87_578
S_muris_énov_96_6é4 :
G Longibaculum
C_ MoII|cutes :
S proteolytlca nov 83 297
| O_ MoIhcutes O_. 2 .
F_Molllcutes_F_Z_:
G_| MoIIicutes G_ 2
S faeacola nov_ 85 287
S puIIlcaecorum nov 85_ 644

F Odorlbacteraceae

G Culturomlca

S ma55||1en5|s nov 89 817

G Anaerotlgnum
F Eggerthellaceae.
G Adlercreut2|a
o Eggerthellales

| C_| Corlobacterua
S psychrotolerans -nov_87 759

G_Bifidobacterium:
G Lachnbspiraceae G 2_
S aly50|des nov_ 85 921

| C Actlnobactena

O_Blfldobacterlales_
S_freteriz_nov_87_4'24
F_Bifidobiacteriaceae
S pseudblongum

G Hathewaya

S_hongkongen5|s_nov_85_12_2
G_Marinisporobacter

S tlmonen5|s nov 95 325

S | baltlcus nov_82. 692
G_| Eubacterlales G _4_

S pachnodae nov_: 82 824

G_| Breznakla

G_Neglectibacter :

G Lachnbspiraceae G_14_
G OscHIosplraceae G 4_

G Acetlwbrlo

S | bactenum MOT 163

G Lachnosplraceae G 3_

G Klneothrlx

G_Lachnosp|raceae_G_7_
S_muris :
S_rodentfium :
G_| Faecaiibaculum :

| G Lachnosplraceae G_11_

S_fissicatena_nov_85_407
F_Christensenellacieae
G_Christensenella :

G Osallosplraceae G 3_

S puIIlcaecorum nov 85_ 093

| G Orlbacterlum
F_Lachnespiraceae  XIV_

F_i Clostrldlaceae

| S_| massmen5|s nov 91_471
G_Palud|_cola
P_Actinobacteria
S_caecimuris_nov_92_291

S_parvum_nov_89_770
G Lachnbspiraceaé G 6_
S | bactenum MOT 159

S bacter]um MOT 189

F Ery5|pelotr|chaceae

o Erysmelotrlchalés

G Ery5|pelotr|chaceae G_ 1
C_Ery5|pelotr|ch| :
F_Erysipelotrichaceae

G Acutaliibacter

G Eubacterlales G 3_

S ammlvorans nov 93 008
G_Eubacterlales_G_l_ :
S_bacterium_MOT ‘162
G_Eubac:teriales_G_z_
G_Faecaiicatena
O_Erysipielotrichal(-:%s

C Erysipelotrichia

G Oscﬂlosplraceae G 2_

F_| Enterococcaceae
G_| Enterococcus

| S faecalls

S asaccharolytlcus nov_91_ 116
G Lawsohlbacter
F_| Eubacterlales F- 1

S freter| nov_89 919

S_Johnsonu

G Lactobacnlus

S freterl nov_89 775
G_| Murlbaculaceae G 2_
G_| Prevotella

F_ Prevotellaceae

| S _shahii .| :nov_87 602
S_freteri ;_n ov_9 3_699
F_Lachn(é)spiraceaei

S freterifnov 90 6512
F OscHIosplraceae

S mucmiphlla

G Akkerman5|a

| P Verrucomlcrobla
C_Verruqomlcrobla;e
F_Akkerri'iansiaceaie
O_Verrucomicrobiales
S_freterij_nov_93_7§12
F_| Lactob:acillaceaef
G_| Murlbaculaceae G 1_
C_ BaC|II| :
O_Lactobacillales
F_Muribaiculaceae
O_Eubacteriales :
C_CIostriidia
P_Bactefbidetes
C_Bacteroidia
O_Bacteréoidales

G_| Duncaniella

| F_ Murlbaculaceae .
P_Bacter,oldota
C_Bacteréoidia
O_Bactetoidales

P_Firmicutes :
|

|
-6.0 -48 -3.6 -24 -1.2 0.0 12 24 3.6

LDA SCORE (log 10)

S Clostmdlum |nnbcuum ndv 88_ 2705

F EubacterlalesFamllyXIII InCertaeSedls

S | bacter1um MOT 176 nov_ 89 858

S_bacterium_MOT_150_nov_ 93 582

S bacter]um MOT_: 171 nov 94 572

S_bacterium_MOT_:lSO_nov_91_736

S | bactenum MOT 104 nov 89 022

S bactenum MOT . 171 nov_ 94 759

S_| bactenum MOT 163 nov_ 85 944
S bactenum MOT . 150 nov._ 87 423

S bacter]um MOT 168 nov 94 792

S | bacterium MOT 172 _nov_ 91 097

S_bacter]um_MOT_:175_nov_91_803

S_Clostmd|um_sci|f1dens_nov:_89_234
S multlspeaes sppn8 2 nov 92_067

S | bacterium MOT . 129 nov_ 87 576
S_| bactenum MOT_: 178 nov_ 95 519

S_bacterium_MOT ;149 _nov_93_319
S bacterium MOT . 185 nov_ 96 _996

S_ bactenum MOT 129 nov_ 86 640

S bacterium MOT_: 171 nov_ 93 933
S | bactenum MOT 129 nov_ 88 577

S bacter]um MOT_: 178 nov 94 929

S | bactenum MOT 104 nov_ 89 157

S_bacterium_MOT : 129 nov_ 85 887

S Clostrldlum polysaccharoiytlcum nov 90 437

| |
4.8 6.0



