
6.0 4.8 3.6 2.4 1.2 0.0 1.2 2.4 3.6 4.8 6.0
LDA SCORE (log 10)

P_Proteobacteria

C_Flavobacteriia

F_Flavobacteriaceae

O_Flavobacteriales

F_Bifidobacteriaceae

O_Bifidobacteriales

G_Selenomonas

O_Selenomonadales

F_Selenomonadaceae

S_sp__HMT_136

S_sp__HMT_308

G_Alloprevotella

G_Mogibacterium

F_Peptostreptococcaceae__XI_

S_diversum

C_Saccharibacteria__TM7___C_1_

S_gingivalis

F_Saccharibacteria__TM7___F_1_

S_infantis_clade_431

P_Saccharibacteria__TM7_

O_Saccharibacteria__TM7___O_1_

G_Saccharibacteria__TM7___G_3_

O_Erysipelotrichales

G_Solobacterium

S_pallens

S_bacterium_HMT_351

C_Erysipelotrichia

F_Erysipelotrichaceae

S_moorei

S_longum

S_sinus

S_lingnae__Not_Validly_Published_

O_Eubacteriales

G_Cutibacterium

F_Propionibacteriaceae

S_acnes

S_salivae

S_graevenitzii

S_multispecies_spp3_2

S_multispecies_spp14_3

G_Megasphaera

C_Negativicutes

F_Veillonellaceae

S_micronuciformis

O_Veillonellales

S_sp__HMT_172

C_Coriobacteriia

S_parvula

G_Lancefieldella

O_Coriobacteriales

F_Atopobiaceae

S_melaninogenica

S_atypica

S_histicola

P_Bacteroidetes

G_Prevotella

C_Bacteroidia

F_Prevotellaceae

O_Bacteroidales

S_salivarius

Significantly Represented Taxa

Peri-implant_II-IV_BC_Plaque Peri-implant_II-IV_BC_Saliva_


