Significantly Represented Taxa
B Peri-implant_IV_C_Saliva

I Peri-implant_IV_C_Plaque
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: S_%alivarius
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F Micrococcaceae

: : O_| M|crococcales
S_paraséngumls_c;lade_411
: F_| Prevotellaceae
G_| Prevotella
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C_Bactermdla
O_Bactieroidales
S_gréevenitzu
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S odontolytlcus
G Blfldobacterlum
S_sp_HMT_172
S_Escardovu
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S_mtiltispeciesé_spp15_2
G_Gran5u|icatella
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F Carnobacterlaceae
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F Gemellaceae
'S _dispar
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C_Coridbacteriia
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S muItlSpeues sppn7 2 nov 97_976
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: F VeiIIorheIIaceae

S mlcronuC|form|s
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(o] Ve|IIoneIIaIes

S I|ngnae Not . Validly_| Publlshed
S sp_ | HMT 057

- P Sacc.haribacter-ia __TM7_
F_ Saccharlbacterla TM7 F1
o] Saccharlbacterla TM7 01
C Saccharlbacterla TM7 C1l
e Negat|V|cutes

S multlspeC|es spp3_2

G_ Saccharlbacterla TM7 _ G.1_
S_ bacterlum HMT 352
G_Ruminococcaceae_ G_1_
S_b;acterium_i-|MT_075

S_sp_ HMT 417

S_salivae

S_sp_ HMT 221

S_coréwstellatus
: S sp_| 'HMT 136
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G Moglbactenum
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S_omnlcolens

G AIIos:,cardowa

S sp_ | HMT 097

F Staphylococcaceae

: G_Staphylococcus
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S_| bacterlum HMT 351
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S_sp__HMT_308

S_| bacterlum HMT 870

G_ Saccharlbacterla TM7 _ G 6_

S _pallens
s y_rogosae

S dentium
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G_Rumir?ococcace:ae_G_Z

S_| bécterium HMT 085
F Rummococcaceae
S Eubactenum __sulci
_G_1_

G Peptostreptococcaceae XI
G_Cutiba,cterium

S_acnes: :

F Propiohibacteriaéeae
S_morbi .
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G_Solobécterium
C_Erysipielotrichia

F Erysipélotrichacéae

(0] Erysmelotrlchales

F Peptostreptococtaceae XI
S_ Iwoff|| : :
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S_Johnsonu
C_Flavobgcteriia
F_FIavob:acteriacea:e
O_Flavobfacterialesé
F_Moraxéllaceae

1 G Acmetobacter

O_| Moraxellales

S multlspeaes spp35 2

S vestlbulans
S_perlodpntmum
G_Moraxélla
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