
6.0 4.8 3.6 2.4 1.2 0.0 1.2 2.4 3.6 4.8 6.0
LDA SCORE (log 10)

P_Proteobacteria

C_Betaproteobacteria

O_Burkholderiales

F_Burkholderiaceae

S_sp__HMT_406

G_Ralstonia

S_rubra

S_sp__HMT_169

S_salivarius

S_sp__HMT_237

S_xylanolytica_nov_88_613

G_Lacrimispora

S_sp__HMT_171_nov_96_421

S_sp__HMT_110

S_parvula

S_multispecies_spp25_2

S_loescheii

S_geminatus

G_Anaeroglobus

O_Bifidobacteriales

F_Bifidobacteriaceae

S_bacilliformis

S_bergeri

S_bacterium_HMT_129

G_Scardovia

S_wiggsiae

G_Veillonellaceae__G_1_

G_Pseudoleptotrichia

S_goodfellowii

S_bacterium_HMT_347

S_parvula

S_melaninogenica

S_rimae

S_hongkongensis

S_noxia_nov_96_634

S_denticola

G_Lancefieldella

S_multispecies_spp36_2

S_veroralis_nov_97_955

G_Dialister

S_invisus

C_Coriobacteriia

F_Atopobiaceae

O_Coriobacteriales

S_oris

S_sp__HMT_423

S_durum

S_anginosus

S_micra

F_Peptoniphilaceae

G_Parvimonas

F_Peptostreptococcaceae

S_oris

G_Peptoanaerobacter

O_Veillonellales

F_Veillonellaceae

C_Negativicutes

S__Eubacterium_yurii

S_nucleatum_subsp__animalis

S_sp__HMT_175

S_israelii

S_sp__HMT_170

F_Actinomycetaceae

G_Actinomyces

O_Actinomycetales

C_Actinomycetia

Significantly Represented Taxa

RA_Early_Healthy RA_Established_Healthy


