Significantly Represented Taxa

O_Lactobacillales
C_Bacilli
S_sanguinis
G_Haemophilus
S_parainfluenzae
S_israelii
C_Alphaproteobacteria
F_Sphingomonadaceae
O_Sphingomonadales
1ankookensis_nov_97_685
G_Sphingomonas
G_Kingella
ibsp__tigurinus_clade_071
S_hongkongensis
S_bacterium_HMT_349
S_noxia_nov_97_835
S_atypica
S_sobrinus
S_multispecies_spp53_2
S_israelii_nov_94_882
S_israelii_nov_96_825
ibsp__tigurinus_clade_070
S_sp_ HMT_268
S_veroralis_nov_97_342
O_Erysipelotrichales
F_Erysipelotrichaceae
C_Erysipelotrichi
F_Desulfovibrionaceae
P_Bacteroidetes
C_Bacteroidia
O_Bacteroidales
F_Porphyromonadaceae
C_Clostridia
O_Clostridiales
G_Porphyromonas
C_Spirochaetia
F_Treponemataceae
O_Spirochaetales
P_Spirochaetes
G_Treponema
S_gingivalis
P_Fusobacteria
ptostreptococcaceae_ XI_
G_Fusobacterium
F_Fusobacteriaceae
O_Fusobacteriales
C_Fusobacteria
F_Prevotellaceae
G_Prevotella
S_nucleatum
C_Synergistia
G_Fretibacterium
O_Synergistales
P_Synergistetes
F_Synergistaceae
S_dentalis
S_intermedia
S _sp_ HMT 237
S_endodontalis
haribacteria_ TM7__ C_1_
P_Saccharibacteria_ TM7_
haribacteria_ TM7__ O_1_
C_Negativicutes
F_Lachnospiraceae_ XIV_
G_Tannerella
G_Filifactor
S_alocis
S forsythia
F_Peptoniphilaceae
G_Olsenella
haribacteria_ TM7__ G _5_
"eptococcaceae_ Xl G 6_
S_bacterium_HMT_356
S_denticola
haribacteria_ TM7__ F 2_
S_sp__ HMT_807
G_Parvimonas
5__Eubacterium__nodatum
S_micra
S_bacterium_HMT_274
F_Bacteroidales_ F_2_
G_Bacteroidales_ G_2_
O_Campylobacterales
C_Epsilonproteobacteria
haribacteria_ TM7__ F_1_
O_Selenomonadales
G_Selenomonas
F_Selenomonadaceae
haribacteria_ TM7__ G_1_
F_Campylobacteraceae
G_Campylobacter
_denitrificans_nov_92_418
S_sp_ HMT_360
G_Brachymonas
S_bacterium_HMT_505
S_fastidiosum
icleatum_subsp__vincentii
F_Veillonellaceae
O_Veillonellales
S_sp_ HMT_362
O_Bacteroidetes__ O_1_
F_Bacteroidetes_ F_1_
C_Bacteroidetes_ C_1_
O_Eubacteriales
sp__ HMT_242_nov_97_769
S_sp_ HMT_317
S_bacterium_HMT_346
C_Deltaproteobacteria
S_sp_ HMT_525
S_subflava
S_socranskii
S_constellatus
_Eubacterium__saphenum
"eptococcaceae_ XI__G_5_
S_sp_ HMT_897
S_sp_ HMT_892
S_gingivicola
G_Bacteroidetes_ G_5_
G_Johnsonella
S_durum
G_Alloprevotella
S_cardiffensis
S_sp_ HMT_234
S_multiformis
S_stomatis
G_Peptostreptococcus
S_hofstadii_nov_96_970
S_sinensis
S_bacterium_HMT_511
S_sp_ HMT_230
"eptococcaceae_ XI__G_9_
S__Eubacterium__brachy
S_sp_ HMT_304
S_tannerae
G_Veillonellaceae_ G_1_
S_sp_ HMT_166
G_Mogibacterium
"eptococcaceae_ XI__G_4_
S_sp_ HMT_110
F_Lachnospiraceae
_maltophilum_nov_97_769
S_sp_ HMT_223
S_canifelinum
sp__HMT_927_nov_91_411
S_sp__ HMT_041
G_Desulfobulbus
F_Desulfobulbaceae
O_Desulfobacterales
S_sp_ HMT_380
S_timidum
S_sp_ HMT_359
G_Pseudoramibacter
S_rectus_nov_97_826
F_Eubacteriaceae
O_Desulfovibrionales
S_sputigena
S_alactolyticus
S_valvarum
S_sp__ HMT_370
S_ochracea
S_rectus
S_bacterium_HMT_280
S_sp__ HMT_300
S_bacterium_HMT_369
S_sp_ HMT_526
C_Mollicutes
S_faucium
O_Mycoplasmatales
G_Desulfomicrobium
F_Mycoplasmataceae
G_Mycoplasma
S_sp_ HMT_138
S_orale
S_sp_ HMT_238
_Ruminococcaceae_ G_2_
S_sp_ HMT_263
S_lecithinolyticum
S_bacterium_HMT_150
S_micans
F_Desulfomicrobiaceae
G_Stomatobaculum
S_sp__HMT_149
G_Lachnospiraceae_ G_8_
S_bacterium_HMT_132
S_bacterium_HMT_272
S_bacterium_HMT_500
F_Bacteroidaceae
S_sp__ HMT_258
ubsps__yurii__margaretiae
‘eptococcaceae_ XI__G_7_
S_bacterium_HMT_085
S_sp_ HMT_951
S sp_ HMT 262
S_sp__HMT_134
S_extructa
S_pneumosintes
S_sp__ HMT_373
S_sp_ HMT_257
G_Bulleidia
_xylanolytica_nov_88_613
G_Bacteroidaceae_ G_1_
S_bacterium_HMT_113
G_Peptoniphilaceae_ G_1_
S_sp_ HMT_167
S sp_ HMT 451
G_Lacrimispora
S_dentalis
S_geminatus
G_Anaeroglobus
S_maltophilum
G_Peptococcus
F_Peptococcaceae
G_Catonella
S_bacterium_HMT_439
S_bacterium_HMT_145
S_sp_ HMT_247
F_Anaerolineaceae
C_Anaerolineae
G_Bacteroidetes_ G_3_
>__Eubacterium__minutum
P_Chloroflexi
G_Anaerolineae_ G_1_
O_Anaerolineales
S_sp_ HMT_080
S_maculosa
S sp_ HMT_338
S_bacterium_HMT_870
G_Butyrivibrio
S_rava
S_bacterium_HMT_495
haribacteria_ TM7__ G_6_
"eptococcaceae_ XI__G_3_
S_morbi
S_bacterium_HMT_091
S_sp_ HMT_864
"eptococcaceae_ XI__G_2_
sp__HMT_237_nov_97_566
S_dianae
S_sp__ HMT_808
S_multispecies_spp40_2
S_sp_ HMT_254
S_bacterium_HMT_365
S_sp_ HMT_376
S_sp__ HMT_490
S_bacterium_HMT_093
S_segnis
Erysipelotrichaceae_ G_1_
F_Clostridiales_ F_1_
S_sp_ HMT_178
S_medium
sp__HMT_317_nov_97_536
S_oricola
S_baroniae
S_bacterium_HMT_905
O_Tissierellales
C_Tissierellia
accharolytica_nov_84_855
G_Soehngenia
F_Tissierellaceae
S_legallii_nov_94_343
G_Desulfovibrio
S_sp_ HMT_361
O_Bacteroidetes_ O_2_
F_Bacteroidetes_ F_2_
S_amylovorum
G_Bacteroidetes_ G_6_
C_Bacteroidetes_ C_2_
F_Helicobacteraceae
S_bacterium_HMT_516
G_Wolinella
succinogenes_nov_97_550
C_Betaproteobacteria
P_Proteobacteria
O_Burkholderiales
F_Burkholderiaceae
G_Ralstonia
S_sp__ HMT_406
F_Micrococcaceae
G_Rothia
O_Micrococcales
S_dentocariosa
S_rubra
S_aeria
S_oralis
S sp_ HMT_ 175
S_anginosus
S _sp_ HMT 473
S_gingivicola_nov_96_920
sp__ HMT_169 _nov_97_988
S_sp_ HMT_481
S_bacterium_HMT_869
S_sp_ HMT_203
sp__ HMT_175_nov_97_951
S_georgiae
S_marshii
S_bacterium_HMT_957
S_flava
F_Comamonadaceae
S_durum_nov_97_077
S_diversum
S_uli
O_Erysipelotrichales
C_Erysipelotrichia
F_Erysipelotrichaceae
G_Slackia
S_exigua

F_Ruminococcaceae

F_Coriobacteriaceae

D
Ul

2 3
LDA SCORE (log 10)

o -
=



