
5 4 3 2 1 0 1 2 3 4
LDA SCORE (log 10)

P_Firmicutes

C_Clostridia

G_Veillonella

F_Veillonellaceae

O_Negativicutes

S_multispecies_spp21_2

S_gordonii

S_johnsonii

S_sputigena

F_Carnobacteriaceae

S_adiacens

G_Granulicatella

S_oris

S_parvula

S_multispecies_spp36_2

O_Bacillales

S_sanguinis_nov_97_782

F_Gemellaceae

G_Gemella

G_Eikenella

S_corrodens

S_defectiva

G_Abiotrophia

F_Aerococcaceae

S_haemolysans

S_pasteri

G_Mogibacterium

S_sp__HMT_212

S_aphrophilus

G_Bergeyella

S_sp__HMT_322

S_sp__HMT_292_nov_97_755

S_sp__HMT_292

S_sp__HMT_215

S_sp__HMT_314

S_sp__HMT_036

S_multispecies_spp53_2

O_Erysipelotrichales

C_Erysipelotrichia

S_haemolyticus

F_Erysipelotrichaceae

S_sinus

S_infelix

S_australis

G_Peptostreptococcaceae__XI__G_2_

S_bacterium_HMT_091

S_moorei

G_Solobacterium

S_sanguinis

S_multispecies_spp55_2

S_rogosae

S_sp__HMT_458

S_sp__HMT_169_nov_97_988

S_matruchotii_nov_97_764

S_cardiffensis

S_actinomycetemcomitans_nov_97_947

S_forsythia_nov_97_516

S_multispecies_spp49_2

S_mitis

F_Sphingomonadaceae

G_Sphingomonas

S_hankookensis_nov_97_685

C_Alphaproteobacteria

O_Sphingomonadales

Significantly Represented Taxa

Early_RA Established_RA


