K Bacteria.P_ F|rm|cutes C Clostridia.O_ CIostrldlaIes F Peptonlphllaceae G_Parvimonas.S sp_ HMT 11
[class Gingiy class: G|ng|V|t|s profile_2_d class: Healtﬂ class: HeaIthy_proflle_l_day_7_(UR+MR+LR)]
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