Significantly Represented Taxa
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: P_Proteci)bacteria
G_fStenotrop:homonas
F Xanthomonadaceae
O,_Xanthom:onadales
. S m:altophilia
C Gammaproteobacterla
F Peptostreptococcaceae XI_
C_ Clostrldla
O_Clostr|d|ales
G_:Neisseria
S_g'gingivalis
S_moorel
: G_Solobfacterium
G Erysipelétrichales
C Ery5|pe|otr|ch|a
F_Ery5|pelotr_|chaceae
: S_biacterium_:l-IMT_081
G_Peptéstreptocofccaceae_le_Gj
: : S_inétermedia
EG Porph)}romonas
S . zoohelcum nov 92_593
F Porphyromonadaceae
S_sp_| HMT 512
S oralls _subsp__1 tlgurlnus clade 070
S elongata
S;stomatls
G_F’eptostre;)itococcus
: Sj_subflava
S showae
S pneu:mosmtes
S_| bactenum HMT 345
(¢] [Zampylobacterales
C EpsHonproteobactena
F Campylobacteraceae
: G Campylobacter
C Abscondltabactena SRl _C1_
: P_Abscortdltabacterla_SRl
O_Absiconditabaicteria_SRél_O_l
G Abs:conditaba:cteria SR:l __G.1_
F Abscondltabacterla SRl F1
: S segms
S Eubacterlum |nf|rmum
G Peptostreptococcaceae Xl G 1
S_sicca
© S_alocis
Gl F|I|factor
S muIt|speC|es sppl3_2
: S-baronlae
G Bactermdetes G 3_
S oral|s _subsp__| tigurlnus dade 071
C_ Bacter0|detes C1_
F_B_actermdetes_F_l
O_Biacteroideties_o_l
S_bacterium_HMT_280
F_ Gracmbacterla GN02 __F2
S bacterlum HMT 873
G_Gracilibact_eria_GNO;Z_G_Z
0 Gracilibact:eria GNOé 0.2
C_ Gracmbact‘erla GN02 _C2_
G Lachnosp|raceae G_8_
S bacterlum HMT 500
S_ bacterlum HMT 369
G PeptOStreptocdccaceae XI _ G 4_
S_dispar
G_Gatonella
S_morbi
S_saccr%arolytica
S_ endbdontalis
G Peptostreptococcaceae Xl_G 2
S_| bacterlum HMT 091
S_b;acterlum_HMT_436
G_Rumirflococcace:ae G 2_
S_ bacterlum HMT 085
S sputorum
S_buccae
: S_ biacterium :HMT 355
G_! Saccharlbacterla TM7 G 4_
S sp_| HMT 393
F Rumlnococcaceae
: S_atyplca
: S_forésythia_nowé/_97_308
'S_sp__HMT _305_nov_93 661
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F_Desulfovibrionaceae
S parvula

S_flavescens

S _sinus
S_sp HMT_27O

G Shuttléworthia

S satelles

S sp_| HMT 171 ndv 96_ 929
F Ery5|pelotr|chaceae

S_ bacterium HMT 905

C Ery5|pelotr|ch| :

G Erysmelotrlchaceae G 1_
[e] Ery5|pe|otr|chales :
S multls;iaecies_sppi4_2

S mmroniuciformisé

S sp HMT_237

S Iongum

G Stoma,tobaculunfn

S vmcenitii .

S curtur‘ri

S_sp HI\;'IT_110

G Crypto:bacteriunr%

o Eggerthellales

| F Eggerthellaceae

S meyer|

S_sp HMT_041

F Desulfé)bulbacea:b
G_Desulfobulbus

O_Desulfobacterales
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S mult|speC|es spp9 2
S_. shahu
G Rumlnococcacea}e_G_l_ :
S bacter!um_HMT_p75 .
G_Saccharibacteria_ TM7__ G 8_
S bacterium_HMT_EQSS :
S_sp_ HMT 223
S_sp HI\E/IT_171
S_maltophilum
S pleuritiidis
S haemoilytica
S_sp_ HMT 448
| G Velllonellaceae G 1_
S bacter|um_HMT_;155
S sp_HI\E/IT_916 '
S artemiidis
S COHCiSlEJS
S noxia_inov_97_446
S_uli :
B haemolysans
G_Johnsqnella
S |gnava
S muIt|speC|es sppl 2
S sp_ HMT 864 :
S ochraciea
S_sp_ HMT 315
S massiléensis
S sanguihis_nov_9:7_782
S sp_HI\E/IT_301 .
S_hofstadii
S_ ouloruin
S Sp__ HMT 332
S sp_HMT_902
S sp_HI\E/IT_286
S_marshii
S_rava :
S_sp_HMT_808
S_sp__ HMT 900 :
| S_sp__ HMT 137_ nov 97 1375
S sp_| HIVIT 275 :
S sp_HMT_919
S_sp_ HMT 359
S sp_HI‘?IT_137
S_oralis
G Lancefieldella
S sp_HI\i/IT_083
S serperftiformis
S sp_HI\E/IT_326
S geminéatus
G Anaeré)globus
| S_sp_| HMT 877
S sp_| HMT 338

S IeC|th|no|yt|cum

S_periodontii

S bacter|um_HMT__872
S odonto:lytica .
S_sp__ HMT 175

S_ bacterlum HMT 511
G_| Bactermdetes G 5_
S | rlmae

| S_ bacterlum HMT 348
S sp_| HMT 231

S multlspeues spp16 2

S_bacterium_HMT _: 1350
S_| maculosa

S Eubaéterium_sfaphenumf
S sputigiena . .
S rectusé
S_sp_ HMT 219
S _sp__| HMT 936_| nov 97 030
S_ umeaense
S t|m|dum
S gingivélis
S sp_HI\E/IT_472
S periodfontii_nov_%97_436
G Megas:phaera
S _sp__| HMT 170
S_sp_ HMT 167
G Peptocéoccus
F Peptoc_:occaceaef
S trevisainii :
S_orale :
S_bacterijum_HMT 874
S saburrieum .
S bacterium_HMT_'869
F Peptoniiphilaceaei
S melant:nogenica
G_Parvimonas
| S glnglvalls nov_ 96 218
S_sp_ HMT 336
S mutanés
S_mitis
S_micra
S_conste:llatus
S sp_ HMT 123
S per|odont|cum
S_sallvae
S_micansi :
S_hongkéngensis
s_sp_Hl\fflT_3oo ;
S_matrucihotii_nov_§97_951
G_Oribac:terium
S sp_HI\E/IT_225
S_sp_ HMT 898
S sp_HI\E/IT_O78
S_pasteri
S_sp_ HMT_ 458
S_noxia
S_goodfellowii
S_gingiviicola
G_Pseudbleptotricﬁia
S_rubra :
S_hwasookii
S sp_ HMT 442
| S_ bactenum HMT ! 957

S Eubacterlum brachy

S sp__ HMT 247
S_sp_HMT_894
S_diverst;lm
G Ottowfa
S _sp__| HMT 284
S_sallvanum
S_fauciurén
s_fastidic}sum
S_sp_ HMT_180
S_sp_HMT_909
S sp_| HMT 473
F_ Comamonadaceae
S endodontalls
S_| |nfel|x
S_ bacterlum HMT 100
G Lachnosplraceae G 3_
G Centlpeda
S gordonu
F_| Blfldobacterlaceae
o) B|f|dobacter|ales
S_ dentlum
G_Bifidobacterium
G_Schaaiia
| S_ Wadel
S_sp_HMT_212
S_sp_HI\i/IT_498
S_corrodéns
G_| Eikene;IIa
S valvarum
F Mycoplasmataceae
| O Mycoplasmatales
C Molllcutes
G_Mycop_lasma
S_oralis
S_buccalis
S_intermfedius
S_sp_ HMT 392
S_forsytr‘;ia

S_gingivalis
S_durumé
S sp_ HMT 204
S_sp_HI\E/IT_215
S_hominis
S_sp_HI\E/IT_807
G_Mogibécterium
S_denticci)la :
S_sp_HMT_360
G Abiotrbphia
| S_ defect;va
F_Aerocqccaceae
S_bacillifiormis .
s_loesch@eii
G_Olsenella
S_sp_HMT_169
S_ chosuhense
§ O_ Corlobactenales
S_granulpsa :
F_Atopobiiaceae
C_Coriobiacteriia
S_gracilis
S sp_| HI\:/IT 314 :
G Cardlobactenum
O_ Cardlobacterlales
F_Cardlobactenaceae
S_aeria :
S_morbiliorum
S_sp_ HMT 322
S  Sp__ HMT 183

G_Gemella
0 _Bacilldles
F_Gemeliaceae

S | Ieadbetterl

| G Tannerella
S_|nV|sus
S_sputig(iana
O_Syneré]istales _
F_Synergistaceae
G_Fretibailcterium
C_Syneréistia

P Synerg:istetes

S sp__ HMT 203
S_ bacterlum HMT 349
S sp_| HMT 317
S_denitrificans
S matruchotn
S_sp_HMT_OSG

S_propionica
S_bacterjum_HMT_274

F_Bacteroidales_F 2_
S oris :
G_Treporﬁema
C_Spirocbaetia
F_Treporiemataceafe
O_Spirochaetales

P_Spirochaetes

S_catoniae
S_tannerae

S sanguihis

O_Proplombactenajes
G_Arachréﬂa .
G_Kingelia
C_Negatiévicutes
S_naeslu:hdii

G_ Selendmonas

| G Peptldehaga
S_sp_HMT_064

G Granuiicatella

S adlaceNS

F Carnobacterlaceae

S_sp_ HMT 423
G AIIoprevoteIIa

G_Corynebacterium
O_Corynébacterialés

O_Selenomonadales

G_Haeméphilus
S_nuclea:tum

F Actinofnycetaceée
o Actmomycetales
S_ dentlcola _
S paralnﬂuenzae :
| S_ dentocarlosa

S aphrophllus

F_| Burkholderlaceae
G Lautropla
S_mlrabl!ls
O_Burkhci)lderiales
G_Fusobacterium
F Fusobacterlaceae
O_Fusobactenales :
C_Fusobeiacteria .

o Actino'mycetalesl

G Actmomyces
O_Mlcroqoccales
G_Rothia

F_Microcpccaceae :

C_Actinobacteria
G_Leptotérichia
C_Fusobécteriia
O_Fusobécteriales

F_Leptot'richiaceaef

G GraC|I|bacter|a_:GN02_G_1_

C Gracili.bacteria_'GNOZ_Cf_l_
F_ Gracilibacteria GN02 F:l_
| O_ GraC|I|bacter|a GN02 0 1

G Saccharlbacterla_TM7_G_2_
S Eubacterlum yuru subsps yurii__

G Peptos.treptococ:caceae_Xll_ 5

G Peptostreptococcaceae XI

S_gingivizcola_nov_§6_920

S_glnglvalls_nov_gb_756

G_| Lachnoanaerobaculum

F_LachndspiraceaeE_XIV_

G_Bactergoidales_G_Z_

G_Sacchéribacteria:_TM7_ 5
S_bacterium_HMT_356
F_Sacchairibacteriaf_TM7_ 2

F Prop|on|bacter|aceae

S_bacterium_H MT_346

F_Corynebacterlacéae

F_Selenomonadaceae

F Actlnomycetaceae

G_Saccharibacteria_ TM7__G_1_
F_Sacchéribacteriaf_TM7_ 1
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P_ Sacchéribacteriaf T™M7_

S nlgrescens

G Capnocytophaga
P_Fusochterla
C_Bacteroidia
O_Bacteroidales
O_Lactot%acillales
G_| Prevofella

C Actlnomycetla
C_BaC|II|:
P_Bacterioidetes

F_Prevotellaceae

P_Actinobacteria :
|

|
-6.0 -48 -3.6 -24 -1.2 0.0 12 24 3.6

LDA SCORE (log 10)

C_Saccharibacteria_ TM7__ €_1_

O_ Saccharlbacterla __TM7 O 1

margaretiae

| |
4.8 6.0



