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O_Bacillales
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G_Mammaliicoccus
S_equorum
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F_Muribaculaceae
O_Bacteroidales
P_Bacteroidota
C_Bacteroidia
G_Duncaniella
P_Bacteroidetes
O_Bacteroidales
C_Bacteroidia
cies_sppn3_2_nov_92_067
G_Faecalicatena
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G_Corynebacterium
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C_Actinobacteria
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O_Eubacteriales
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G_Lactobacillus
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G_Ligilactobacillus
O_Lactobacillales
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K_Bacteria
F_Enterococcaceae
G_Enterococcus
O_Erysipelotrichales
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S_sanguinis_nov_95_923
C_Erysipelotrichia
F_Turicibacteraceae
S_faecalis
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S_faecalis_nov_95_825
P_Proteobacteria
C_Alphaproteobacteria
F_Sphingomonadaceae
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G_Sphingomonas
S_multispecies_spp3_2
K_Eukaryota
C_Magnoliopsida
P_Streptophyta
C_Betaproteobacteria
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