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|Staphylodoccaceae
O_Bacillales
G_Mammaliicoccus
S_lentus
S|equorum
G_Jeotdalicoccus
S_halotolerans
S_yreilyticus
G_Dyncaniella
O_Bacteroidales
F_Murib3gculaceae
P_Bagteroidota
C_Bacteroidia
P_Actinobacteria
C_Bacteroidia
O_Bacteroidales
P_Bacteroidetes
F_Murib3culaceae
C_Actirflomycetia
G_Corynebacterium
F_Corynebaqgteriaceae
Q_Corynebgcteriales
S|freteri_noy_93_699
G_Mufibaculacdae_ G_2_
S_bacferium_MQT_104_noj_88_867
G_Dubosiella

C_Erysipelotrichi

-n

_Erysipelotfichaceae
D_Erysipelptrichales
S_newyorkensis
C_Actinobacteria
G_Bifidoacterium
O_Bifidobpcteriales

S_pseugiolongum

-

| Bifidobadteriaceae

S| stationis
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| Limosilacfobacillus

S_reuteri

wn

|freteri_noyv_93_293
S_ammqgniagenes
S|freteri_noy_88_934
S_halotglerans_noj_97_040
b_Yaniella
F_Microdoccaceae
O_Micrpcoccales
S_bacterium_MQT_129 nojy_85_887
S_muciniphila
O[Verrucomjcrobiales
C_Verrucomicrobiae
G_AkKermansia
F_Akkermansiaceae
P_Verrucpmicrobia
G_Mufibaculacdae_ G_1_
S_bacgerium_MQT_129 nojy_88_105
S|freteri_noyv_89_775
G_Atppostipes
F] Carnobadteriaceae
S_sp_|MOT_201
F_Oscilloppiraceae
Sljohnsonii
G_Lacfobacillus
S_bacferium_MQT_153_nojy_91_631

G_Osdillospiracqdae_ G_6_

S_saprpphyticus

G_Turicilhacter
F_Turicidacteraceae
O_Erysigelotrichalgs
C_Erysipelotrichia
S_sangujnis_nov_95_923
S_faecalls
F_Enterdcoccacea¢
G_Enter¢coccus
S_faecaljs_nov_95[825
S_multispecies_sppl_2

P_Firmicptes

F_Lactolacillacead
G_Ligilagtobacillug
O_Lactobacillales

S_murinps

-6.16 —4.94 —3.72 —2.50 —1.28 —0.06 1.16 2.38 3.60 4.82
LDA SCORE (log 10)



