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Group

@D Breast Group 8

@D Breast Group 1
@D Breast Group 7

Leptothrix sp._HMT_@l® Breast Group 9

Comamonas aquatilis

Veillonella dispar_parvula

Slackia piriformis_nov_85.129%

Rothia dentocariosa

Eisenbergiella massiliensis

Sphingomonas leidyi

Rothia terrae

Oscillospiraceae_[G-6] bacterium_MOT-153

Roseburia intestinalis

Streptococcus mitis

Rubellimicrobium mesophilum

Clostridium disporicum

Actinidia eriantha

Paenibacillus timonensis

Gordonia hongkongensis

Salmonella enterica

Modestobacter marinus

Staphylococcus simulans

Pseudonocardia profundimaris

Mammaliicoccus sciuri

Blautia luti

Corynebacterium falsenii

Phocaeicola vulgatus

Psychrobacter faecalis

Bacteroides uniformis

Staphylococcus pasteuri

Atopostipes sp._MOT-200

Sphingomonas fonticola

Ralstonia sp._HMT_406

Collinsella aerofaciens

Sphingomonas silvisoli

Sporosarcina siberiensis

Roseburia hominis

Marmoricola pocheonensis

Akkermansia muciniphila

Bacteroides intestinalis

Corynebacterium pilbarense

Rothia aerolata

Odoribacter laneus

Microbacterium aurum

Enterobacter cancerogenus

Monoglobus pectinilyticus

Corynebacterium tuberculostearicum

Corynebacterium amycolatum

Parabacteroides goldsteinii

Gordonia sediminis

Peribacillus frigoritolerans

Sphingomonas zeicaulis

Staphylococcus haemolyticus

Skermanella mucosa_rosea

Gordonia soli_nov_97.198%

Bacillus amyloliquefaciens_halotolerans_vallismortis

Paracoccus sphaerophysae

Kocuria palustris

Acinetobacter johnsonii

Streptococcus sanguinis

Kocuria sediminis

Kocuria himachalensis_rosea

Erysipelatoclostridium [Clostridium] saccharogumia

Lachnospiraceae_[G-4] bacterium_MOT-169_nov_97.484%

Cryptosporangium minutisporangium_nov_96.087%

Longicatena caecimuris

Adlercreutzia equolifaciens

Blautia luti_nov_96.429%

Parasutterella excrementihominis

Bacillus halotolerans

Metasolibacillus fluoroglycofenilyticus

Shigella sonnei

Staphylococcus capitis_epidermidis

Nocardioides zhouii

Mycolicibacterium vanbaalenii

Veillonella parvula

Streptococcus agalactiae

Micrococcus aloeverae

Enterococcus faecalis

Shigella dysenteriae

Muribaculaceae_[G-2] bacterium_MOT-104_nov_86.228%

Serratia rubidaea_nov_82.306%

Shigella flexneri

Staphylococcus hominis

Methylobacterium variabile

Methylobacterium platani

Clostridium swellfunianum_nov_94.714%

Bergeyella sp._HMT_422

Clostridium tunisiense

Oscillospiraceae_[G-1] bacterium_MOT-147_nov_93.595%

Citrobacter koseri

Cutibacterium acnes

Micrococcus luteus

Saccharopolyspora multispecies_sppn4_2_nov_91.667%

Fusicatenibacter saccharivorans_nov_97.689%

Bifidobacterium pseudolongum

Escherichia coli

Lactobacillus intestinalis

Moraxella osloensis

Turicibacter sanguinis_nov_96.137%

Amaricoccus kaplicensis_nov_95.833%
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Staphylococcus caprae

Ralstonia pickettii

F18249.S53
F18249.S54
F18249.S55
F18249.557
F18249.558
F18249.559
F18249.560
F18249.561
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