rmicutes.C_Clostridia.O_Eubacteriales.F_Lachnospiraceae.G_Lachnospiraceae_ G 3 .S bacterium_MOT

0.0035

0.0030 |-

0.0025 |-

0.0020 |-

0.0015 |-

0.0010 |-

Relative abundance

0.0005 |-

0.0000



