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@D Feces Group 8
@D Feces Group 9

Oscillospiraceae_[G-4]
Oscillospiraceae_[G-2]
Sporobacter
Lachnospiraceae_[G-11]
Kineothrix
Erysipelatoclostridium
Roseburia
Lawsonibacter
Pseudoflavonifractor
Spongiibacter
Lachnospiraceae_[G-3]
Longibaculum
Kiloniella

Barnesiella
Gluceribacter
Odoribacter
Dysosmobacter
Lachnoclostridium
Adlercreutzia
Streptococcus
Eisenbergiella
Coprococcus
Agathobaculum
Lacrimispora
Mediterraneibacter
Lachnospiraceae_[G-14]
Oscillospiraceae_[G-1]
Eubacteriales_[G-1]
Longicatena

Alistipes
Parabacteroides
Muribaculaceae_[G-2]
Parasutterella
Eubacterium
Fusicatenibacter
Lachnospiraceae_[G-4]
Akkermansia
Ruminococcus
Oscillospiraceae_[G-6]
Clostridium

Turicibacter
Duncaniella
Bacteroides
Romboutsia

Blautia

Collinsella

Phocaeicola
Ligilactobacillus
Lactobacillus

Bifidobacterium

Group

Genus



